
CHAPTER V 

 
CO N CL U S I O N S  

 
In this study, we investigated the prevalence of m utations at codon 1 2  and codon 1 3  of  

K-ras gene in ovarian cancer tissue specim ens of T hai patients.  T he m ethods involved 

am plification of the D N A  specim en b y am plified created restriction site (A C R S ) and restriction 

fragm ent length polym orphism  (R F L P ).  T he sam ples in which m utations were detected were 

further confirm ed b y D N A  seq uencing.  O f all 8 2  ovarian cancer sam ples, 1 4  sam ples were found 

to have m utation at codon 1 2  and 1  sam ple was found to have m utation at codon 1 3  of K-ras 

gene.  T he m utations were found predom inantly in m ucinous ovarian cancer sam ples (4 5 .4 5 % :  1 0  

of 2 2 ), m ore than nonm ucinous ovarian tum ors (8 .3 3 % :  5  of 6 0 ).  T he m utations also correlated 

with the tum ors of low m alignant potential (5 2 .1 7 % :  1 2  of 2 3 ) than m alignant ovarian tum ors 

(7 .6 9 % :  3  of 3 9 ). 
O f the 1 4  cases that had the m utation at codon 1 2  of the K-ras gene, the high freq uency 

of nucleotide change was detected in the second position of codon 1 2 , which was changed from  

G G T  to G A T  (5  cases), to G T T  (4  cases), or to G C T  (3  cases), while the m utation at the first 

position of codon 1 2 , which was changed from  G G T  to C G T , was found in 2  sam ples.  F or the 

only case that m utation occurred at codon 1 3 , the nucleotide sub stitution was detected in the 

second position of codon 1 3 , which was changed from  G G C  to G A C .   

In this study, an initial datab ase of the K-ras m utation in T hai ovarian cancer m ay use for 

the studies in the m echanism  of ovarian tum origenesis in the future. 
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