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ABSTRACT

The Southeast Asian fanged frog, Limnonectes has long been suspected to be a
complex of species (Cryptic species). The objectives of this research are to determine
genetic relationship in Limnonectes from the Northern part of Thailand. Cryptic
species are neither taxonomically nor biogeographically unique therefore the
combination of morphological comparisons and molecular genetic tools were used for
molecular phylogenetic analysis based on molecular data (mtDNA and nuDNA). The
sample group consists of four described species: Giant frog (Limnonectes
blythii), Caped frog (L. gyldenstopei), Taylor’s Stream Frog (L. taylori)
and Limborg’s frog (L. limborgi). 503 total individual of these frogs from 28
populations found in the Northern part of Thailand were collected and phylogenetic

analyses among haplotypes were conducted using maximum likelihood (ML) and
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Maximum Parsimony (MP) by MEGA 5.0 software. To assess nodal reliabilities,
2,000 replicates bootstrap analysis (BBP) was used. Molecular genetic study that has
broadly sampled populations across the range of a widespread Limnonectes in the
Northern part of Thailand has uncovered genetic diversity interpreted by the results
from this study. Based on the phylogenies obtained, it became clear that there is the
presence of distinct genetic divergences among four studied species particular in two
species (L. blythii and L. taylori). It is interesting to note that northern and southern
lineages of L. blythii in Thailand exhibit different degrees of divergent lineages. The
difference seems not to be concordat with geography as there is no boundary of the L.
blythii distribution. However the northern and southern populations of L. blythii
having a wide range of habitat in terms of ecological conditions which may cause the
different adaptation of both groups and can lead to parapatric speciation. The
population of L. taylori from Doi Lang, Chiang Mai province presents a genetics
specific of the group in which totally different from others found in the Northern
Thailand. Two lineages were observed although there is a possibility that both share
common ancestor but develop an adaptation in different way which can result in
Sympatric speciation. It is somewhat surprising that one of the two lineages found to
be similar with L. bannaensis from Yunnan. Specimens called L. bannaensis probably
should be identified asL. bannaensis although further evidence needed to be

provided.
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