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Appendix A
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Table 1. Each ISSR marker scored as present (1) or absent (0) for each sample in Northern part of

Thailand.

UBC 835

13

12

11

10

9

8

Lanes

Fragment size (bp)

1500
1000

900
850
800
750
700
650
600
550
500
450
400
350
300
200

UBC 826

13

12

11

10

9

8

Lanes
7

Fragment size (bp)

1500
1200
1000

900
800
700
650
600
500

UBC 809

13

12

11

10

Lanes
7

Fragment size (bp)

1000

900
800
650
600
550
500
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UCB 808

13

12

11

10

Lanes
7

Fragment size (bp)

1200
1000
900
800
650
600
500
450
400

UBC 825

UBC 827

UBC 864

™ ™ ™
1111 11111111 1100010000
o~ o~ o~

No|-|« Nl—|d|—|o|o|o|o Nlo|lo|o|o|o|o|o|o|o
— — —

o] dl—||o|o|o|o|o dlo|o|—|o|o|-|o|o|o
o o o

Slo|-|« Ql-|—|o|lo||w|o Qlo|o|lo|o|o|o|o|o|-
oo« o|-|-|o||o|-|o olo|o|o|o|o|o|o|o|«
oo |- o|—|—|o|d|d|o|« o|-|o|o|d|o|o|o|o|o

[72] (%) [%¢]

[«5) [«5) [<5]

Sl~lo|w|— Sli~l—|—|o|w|w|o|« Si~lo|w|o|w|o|lo|w|«|o

. | -

©olo|w|- ©|-|—|—|d|o|o|o ©o|o|o|o|-|o|o|o|o|o
0o w||-|o|lo|«|o|« w|o|o|lo|o|o|o|o|o|-
<|o|—|— <|—|—|o|o|d|—|o <|o|o|o|-|o|-|o|lo|o
m|o|— |- m|-|-|o|lo|o|o|o m|o|lo|o|d|olo|-|-|o
AN ||| AN|[H|H|O|H|H|O|O N|[HO|O|H|(H|O|O|O|O
A | | —A|-|—|o|d|d|o|o —|o|-|o|-|-|o|o|o|o
~— ~— ~_

o) o) o

re) a o

N—r' N—r N—r'

(5] (5] (5]

N N N

B Qoo B 18I18|18|olololo » 1818|18|18|olololo|o
= RIn|S = |818I18|n|a|o|o 2 |8|8|RI828|R (%]
S |Sjo|o S 833 |0 o|0|n S QLIS N 0T ™| ®
S 1S S

(@] (=) (@)

© © ©

S 1 S

LL LL LL




125

UBC 807

13

12

11

10

9

8

Lanes
7

Fragment size (bp)

1000

850
750
620
480
400
320
300
280
220
150

UBC 857

13

12

11

10

Lanes

Fragment size (bp)

1700
1200
1000

650
400

UBC 880

13

12

11

10

Lanes

Fragment size (bp)

1700
1500
1200
1000

750
700
600
450
400
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Table 2. Each ISSR marker scored as present (1) or absent (0) for each sample in Southern and
Eastern part of Thailand.

UBC 835
. Lanes
Fragment size (bp) 1 > 3 1 5 5
1000 1 1 1 1 1 1
900 1 1 1 0 0 0
700 1 1 1 1 1 1
620 1 1 1 1 1 1
300 1 1 1 1 1 1
270 1 1 1 1 1 1
230 1 1 1 1 1 1
UBC 826
] Lanes
Fragment size (bp) 1 > 3 7 5 5
1500 1 1 0 1 0 0
1300 0 0 0 0 0 1
1050 0 0 0 0 0 1
1000 0 0 0 0 0 1
950 0 0 0 0 1 0
900 0 0 0 0 1 0
800 0 0 0 1 1 0
700 1 0 0 1 1 0
600 1 1 1 1 0 1
500 0 1 0 0 1 0
450 1 0 0 1 0 0
400 d, 1 0 1 0 1
UBC 809
. Lanes
Fragment size (bp) 1 > 3 1 5 5
900 0 0 0 0 0 1
800 0 0 0 0 0 1
700 0 0 0 0 1 1
600 0 0 0 1 0 1
550 1 0 0 1 1 0
500 0 0 0 0 1 1
450 0 0 0 1 1 0
400 0 0 0 0 1 1
350 1 0 0 1 0 1
300 0 1 1 0 0 1
250 0 0 1 1 0 0
200 1 1 1 1 0 0
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UBC 808

Lanes

Fragment size (bp)

1200
1000
900
800
700
600
550
500
450
400
350
300
250
200
150

UBC 825

Lanes

Fragment size (bp)

1000
800
700
600
500
450
400

350
300
250

UBC 827

Lanes

Fragment size (bp)

1200
1150
850
700
600
300
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UBC 864

Lanes

Fragment size (bp)

1500
1250
1050
900
800
700
600
550
500
350
300

UBC 807

Lanes

Fragment size (bp)

1050
1100
850
700
650
600
500
400
350
300

UBC 857

Lanes

Fragment size (bp)

1500
1200
1000
850
600
500
280
250
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UBC 880

Lanes

Fragment size (bp)

2700
2400
1750
1500
1200
1000
800
700
500
400
300
250




130

Table 3. Each ISSR marker scored as present (1) or absent (0) for each sample in Northeastern part of

Thailand.
UBC 835
. Lanes
Fragment size (bp) 1 > 3 1 5 5
1000 1 1 1 1 1 1
700 1 1 0 0 1 1
600 1 1 1 1 1 1
400 1 1 1 1 1 1
300 1 1 1 1 1 1
UBC 826
] Lanes
Fragment size (bp) 1 > 3 2 5 5
1700 0 1 1 1 0 0
1500 0 0 0 1 0 0
1300 1 1 1 0 1 0
1000 0 0 0 1 0 0
700 0 0 0 1 1 0
600 0 1 1 0 0 0
550 1 0 0 0 0 1
UBC 809
Fragment size (bp) F4pes
1 2 3 4 5 6
700 1 1 0 0 0 1
600 1 0 0 0 1 0
500 1 s 1 0 0 0
400 1 1 1 1 1 1
300 1 1 1 1 1 1
230 1 1 1 1 1 1
UBC 808
Fragment size (bp) hAhss
1 2 3 4 5 6
1500 0 0 0 0 0 1
900 0 0 0 0 0 1
800 0 0 0 0 0 1
600 1 0 0 0 1 0
420 1 1 1 1 1 1
350 1 0 1 1 1 1
280 1 1 1 1 1 1
200 0 0 0 1 1 1
130 1 1 1 1 1 1
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UBC 825

O e e e || O OO || |||
||| ||| wo|-|olo|—|o|«
<O ||| || < | H | O H |||
w [72]
[ (]
c <
< a
- -
m|o|o|o|-|o|o m|—|o|o|—|—|—|—
o |w|—|o|o | |o|o|w||—|—
—|o|o|-|-|o|o —|o|o|-|-|o|o|o
o) ~
o) o)
Q a
N—r' N—r
() (]
N N
» Slololo|o|lo % |18|8lolo|olo|o
St t=i= = B8~ |N|S(S|m
c Yo~ ||m|om|a S QG |o|~|C|m|m
(5] (]
S IS
(@] D
IS I
S S
LL LL

UBC 827

UBC 864

Lanes

Fragment size (bp)

1850
1700
1250
1500
1200
1050
1000
900
800
700
600
550
500
480




132

UBC 807
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Table 4. Each ISSR marker scored as present (1) or absent (0) for each sample in Central part of

Thailand.

UBC 835
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UBC 808
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UBC 807
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Table 5. Each HAT-RAPD marker scored as present (1) or absent (0) for each sample in Northern part

ofThailand.

015

13

12

11

10

9

8

Lanes
7

Fragment size (bp)

1200

900
550
400

016

13

12

11

10

9

8

Lanes

Fragment size (bp)

1350

700
550
470
400

300
220

V 14

13

12

11

10

9

8

Lanes

Fragment size (bp)

1300

700
600
480

370
290
230
170

V-15

13

12

11

10

9

8

Lanes
7

Fragment size (bp)

900
700
500
400

320
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B-01

13

12

11

10

9

8

Lanes
7

Fragment size (bp)

550
460
380
330
280
220
160
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Table 6. Each HAT-RAPD marker scored as present (1) or absent (0) for each sample in Southern and
Eastern part of Thailand.

015
Fragment size (bp) Lanes

1 2 3 4 5 6
1200 0 0 0 0 0 1
600 1 1 1 0 1 1
550 0 0 0 1 0 0
500 1 1 1 0 0 1
400 0 0 0 1 0 0
310 0 0 0 0 1 0
300 1 1 1 1 1 1
180 0 1 1 1 1 1
120 0 1 9y 1 1 1

016
Fragment size (bp) Lanes

1 2 3 4 5 6
3000 0 0 1 1 0 0
2500 1 1 1 0 0 0
2000 1 0 1 1 1 0
1000 1 1 1 0 0 0
900 0 0 0 1 1 0
800 1 1 0 0 0 0
700 0 0 0 1 1 0
650 1 0 0 0 0 0
600 0 0 0 1 1 0
550 1 0 0 0 0 0
500 0 0 0 0 0 1
450 0 0 0 0 0 0
400 1 0 0 0 0 0
300 0 0 0 0 0 1
250 0 0 0 0 0 0
200 0 1 0 1 1 0
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V 14
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Table 7. Each HAT-RAPD marker scored as present (1) or absent (0) for each sample in Northeastern
part of Thailand.

015

Lanes

Fragment size (bp)
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1000
900
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300
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V15

Lanes

Fragment size (bp)

3000
2500

1500
1000
900
800
700
650
600
500
350
250
200
180

BO1

Fragment size (bp)

900
600
500
470
450
400
320
270
200
170
100
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Table 8. Each HAT-RAPD marker scored as present (1) or absent (0) for each sample in Central part

of Thailand.
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Table 9. Each ISSR marker scored as present (1) or absent (0) for each character groups.

UBC 835

Fragment size (bp)

Lanes
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UBC 808

Lanes

Fragment size (bp)

800
600
400
230
180
130

UBC 825

Lanes

Fragment size (bp)

1100
850
700
600
500
400
350
300
280
220

180

UBC 827

Lanes

Fragment size (bp)

1200
1050
900
850
700

550
500
490
280

UBC 864

Lanes

Fragment size (bp)

2700

1200
1150
1100
700
650
470

350
300
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UBC 807

Lanes

Fragment size (bp)

1000
850
750
680
650
600
450
380
270
250
200
140

UBC 857

Lanes

Fragment size (bp)

1700
1200
900
800
700
600
540
500
350
270
220
200

UBC 880

Lanes

Fragment size (bp)

2850
2750
2600
2400
900
800
720
700
500
450
350
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Table 10. Each HAT RAPD marker scored as present (1) or absent (0) for each character groups.

015
. Lanes
Fragment size (bp) 1 > 3 2 5 5
630 1 1 1 0 1 0
550 1 1 0 0 0 0
300 1 1 1 1 1 1
180 0 0 0 0 0 1
110 1 1 1 1 1 0
016
] Lanes
Fragment size (bp) 1 > 3 7 5 3
1050 0 1 1 1 0 0
950 0 0 0 0 1 0
800 0 1 1 1 1 1
700 0 1 1 0 0 0
500 1 0 0 0 0 0
400 1 g 1 1 0 1
330 1 0 0 0 1 1
300 1 0 0 1 0 0
250 1 1 1 0 0 0
220 1 1 1 1 1 1
180 0 1 1 1 1 0
V14
. Lanes
Fragment size (bp) 1 > 3 7] 5 5
600 0 0 1 0 0 1
330 1 1 1 1 1 1
280 1 1 1 1 1 1
160 1 1 1 1 1 1
V15
] Lanes
Fragment size (bp) 1 > 3 4 5 3
2600 1 0 1 0 0 1
1300 1 0 1 1 0 1
900 1 0 1 1 1 1
800 1 0 1 1 1 1
600 0 1 1 0 1 0
520 0 0 0 0 0 1
500 1 1 1 1 1 1
370 0 0 0 0 0 1
330 1 1 1 1 1 1
230 1 1 1 1 1 1
170 1 1 1 1 1 1
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BO1

Lanes

Fragment size (bp)

600
280
330
280
170
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Appendix B

SEQUENCE OF RIBUROSE-BIPHOSPHATE CARBOXYLASE (rbcL) AND
INTERNAL TRANSCRIBED SPACER 2 (ITS2) REGION OF Spirogyra
SUBJECTED FOR MULTIPLE ALIGNMENT
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Sequences of rbcL gene of Spirogyra subjected for multiple alignment and

analysis the phylogenetic relationships
Pattern 1 (S. ellipsospora)

AAAGGGTCTGCATTAAGCACGAGTAAGATTACAGACTTACATATTATACT
CCTGAGTATGAGACCAAAGAAACTGACATTTTAGCTGCTTTTCGTATGACT
CCTCAGCCTGGAGTACCACCAGAAGAGGCTGGTGCCGCTGTAGCAGCAGA
GTCTTCTACTGGAACATGGACTACTGTATGGACAGATGGACTGACTAGTTT
GGATCGTTACAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGCGAAG
AAAATCAATACATTGCTTACGTAGCTTATCCTTTAGATCTATTTGAAGAAG
GTTCTGTTACCAACTTGTTTACTTCTATTGTAGGTAACGTATTTGGTTTCAA
AGCACTTCGTGCTTTACGTCTAGAAGATCTACGCATTCCTCCTGCATATTC
TAAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACAAAC
TTAATAAGTATGGCCGTCCTTTGTTAGGTTGTACTATTAAACCTAAATTAG
GTTTATCTGCTAAAAACTACGGTAGAGCTGTATATGAGTGCCTTCGTGGTG
GACTTGGATTTTACAAAN

Pattern 2

AAAGGGGCCTGGAATTAAGCAGGTGTTAAGATTATAGACTTACATATTAC
ACTCCTGAATACGAAACCAAAGAAACTGATGTTTTAGCTGCATTTCGTAT
GACTCCTCAGCCTGGAGTACCACCTGAAGAAGCAGGTGCTGCTGTAGCAG
CTGAATCTTCTACTGGAACATGGACTACTGTTTGGACAGATGGACTTACTA
GTTTGGATCGTTATAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGAG
AAGAAAATCAATACATCGCTTATGTAGCTTATCCTCTAGATCTATTTGAAG
AAGGTTCTGTTACTAACTTATTTACTTCTATTGTAGGTAACGTATTTGGTTT
CAAAGCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATA
TTCTAAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACA
AACTAAATAAATATGGCCGTCCTTTATTAGGTTGTACTATTAAACCTAAAT
TAGGTTTATCTGCTAAAAACTATGGTAGAGCTGTATATGAATGTCTTCGTG
GTGGACTTGATTTTACAAA
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Pattern 3 (S. neglecta)

AAGGGGGGGGTGGAGGAAGGGAAAGGATTACAGATTTACTATTATACTCC
TGACTATGGACCAAAGATACTGATATTTTATCTGCCTTTCGTGGACTCCTC
AACCTGGAGTACCCCCTTAAAAGGCAGGTGCAGCTGTTTCTACAGGAGTC
TTTCTACTGGAACATGGACTACTGTTTGGACAGATGGACTGACTAGTTTGG
ATCGTTACAAAGGAAGATGTTATGATATTGAACCCGTTGCTGGAGAAGAA
AATCAATACATTGCTTATGTAGCTTATCCTTTAGATCTATTTGAAGAAGGT
TCTGTTACTAACTTGTTTACTTCTATTGTAGGTAATGTATTTGGTTTCAAAG
CACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATATTCTA
AAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGATAAACTT
AATAAATATGGTCGTCCTTTGTTAGGTTGACTATTAAACCTAAATTAGGTT
TATCTGCTAAAACTACGGTAGAGCTGTTATGAGTGTCTTCGTGGTAACTTG
AATTTTAAAAA

Pattern 4

AAAGGGGGCCTGGAATTAAGCAGGTGTTAAGATTATAGACTTACATATTA

CACTCCTGAATACGAAACCAAAGAAACTGATGTTTTAGCTGCATTTCGTAT
GACTCATCAGCCTGGAGTACCACCTGAAGAAGCAGGTGCTGCTGTAGCAG
CTGAATCTTCTACTGGAACATGGACTACTGTTTGGACAGATGGACTTACTA
GTTTGGATCGTTATAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGAG
AAGAAAATCAATACATCGCTTATGTAGCTTATCGTCTAGATCTATTTGAAG
AAGGTTCTGTTACTAACTTATTTACTTCTATTGTAGGTAACGTATTTGGTTT
CAAAGCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATA
TGCTAAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACA

AACTAAATAAATATGGCCGTCCTTTATTAGGTTGTACTATTAAACCTAAAT
TAGGTTTATCTGCTAAAAACTATGGTAGAGCTGTATATGAATGTCTTCGTG
GTGGACTTGATTTTACAAA
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Pattern 5

AAAGGGGCCTGGAATTAAGCAGGTGTTAAGATTATAGACTTACATATTAC
ACTCCTGAATACGAAACCAAAGAAACTGATGTTTTAGCTGCATTTCGTAT
GACTCCTCAGCCTGGAGTACCACCTGTAGAAGCAGGTGCTGCTGTAGCAG
CTGAATCTTCTACTGGAACATGGACTACTGTTTGGACAGATGGACTTACTA
GTTTGGATCGTTATAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGAG
AAGAAAATCAATACATCGCTTATGTAGCTTATCCTCTAGATCTATTTGAAG
AAGGTTCTGTTACTAACTTTTTTACTTCTATTGTAGGTAACGTATTTGGTTT
CAAAGCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATA
TTCTAAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACA
AACTAAATAAATATGGCCGTCCTTTATTAGGTTGTACTATTAAACCTAAAT
TAGGTTTATCTGCTAAAAACTATGGGTAGAGCTGTATATGAATGTCTTCGT
GGTGGACTTGATTTTACAAAA

Spirogyra ellipsospora (DQ995997)

AGAAGAGGCTGGTGCCGCTGTAGCAGCAGAGTCTTCTACTGGAACATGGA
CTACTGTATGGACAGATGGACTGACTAGTTTGGATCGTTATAAAGGAAGA
TGTTATGATATTGAACCTGTTGCTGGCGAAGAAAATCAATACATTGCTTAC
GTAGCTTATCCTTTAGATCTATTTGAAGAAGGTTCTGTTACCAACTTGTTTC
TTCTATTGTAGGTAACGTATTTGGTTTCAAAGCACTTCGTGCTTTACGTCTA
GAAGATCTACGTATTCCTCCTGCATATTCTAAAACCTTCCAAGGTCCTCCT
CACGGAATTCAAGTAGAAAGAGACAAACTTAATAAGTATGGCCGTCCTTT
GTTAGGTTGTACTATTAAACCTAAATTAGGATTATCTGCTAAAAACTACGG
TAGAGCTGTATATGAGTGCCTTCGTGGTGGTTTGGATTTTACAAAAGATGA
TGAAAACGTAAACTCTCAGCCATTTATGCGTTGGAGAGATCGTTTCTTGTT
TGTAGCAGAAGCTATATACAAAGCACAAGCAGAAACTGGAGAAATCAAA
GGACATTATTTGAATGCTACTGCTGGTACTTGTGAAGAAATGATGAAAAG
AGCAGAATATGCTAAAGAACTAGGCGTACCAATTATTATGCATGACTATT
TGACAGGTGGGTTTACAGCTAATACTAGCTTAGCTCATTATTGTCGCGATA
ATGGTCTTCTTCTACATATTCACCGTGCTATGCACGCAGTTATAGATAGAC
AGAAAAATCACGGTATACACTTTCGCGTATTAGCTAAAGCTTTACGTATGT
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CTGGTGGAGACCATATTCACTCTGGTACTGTTGTGGGTAAACTTGAAGGA
GAACGTCAAGTAACACTTGGATTTGTAGATCTTCTTCGTGATGATTACATT
GAAAAAGACCGCAGTCGTGGTATTTACTTTACCCAAGATTGGGTATCTAT
GCCTGGTGTACTTCCAGTAGCTTCCGGAGGAATCCATGTTTGGCATATGCC
TGCACTTACAGAAATTTTTGGAGATGATTCTGTACTTCAATTTGGTGGAGG
AACCCTTGGACACCCATGGGGGAATGCACC

Spirogyra ellipsospora (DQ995996)

AGAAGAGGCTGGTGCCGCTGTAGCAGCAGAGTCTTCTACTGGAACATGGA
CTACTGTATGGACAGATGGACTGACTAGTTTGGATCGTTATAAAGGAAGA
TGTTATGATATTGAACCTGTTGCTGGCGAAGAAAATCAATACATTGCTTAC
GTAGCTTATCCTTTAGATCTATTTGAAGAAGGTTCTGTTACCAACTTGTTTC
TTCTATTGTAGGTAACGTATTTGGTTTCAAAGCACTTCGTGCTTTACGTCTA
GAAGATCTACGTATTCCTCCTGCATATTCTAAAACCTTCCAAGGTCCTCCT
CACGGAATTCAAGTAGAAAGAGACAAACTTAATAAGTATGGCCGTCCTTT
GTTAGGTTGTACTATTAAACCTAAATTAGGATTATCTGCTAAAAACTACGG
TAGAGCTGTATATGAGTGCCTTCGTGGTGGTTTGGATTTTACAAAAGATGA
TGAAAACGTAAACTCTCAGCCATTTATGCGTTGGAGAGATCGTTTCTTGTT
TGTAGCAGAAGCTATATACAAAGCACAAGCAGAAACTGGAGAAATCAAA
GGACATTATTTGAATGCTACTGCTGGTACTTGTGAAGAAATGATGAAAAG
AGCAGAATATGCTAAAGAACTAGGCGTACCAATTATTATGCATGACTATT
TGACAGGTGGGTTTACAGCTAATACTAGCTTAGCTCATTATTGTCGCGATA
ATGGTCTTCTTCTACATATTCACCGTGCTATGCACGCAGTTATAGATAGAC
AGAAAAATCACGGTATACACTTTCGCGTATTAGCTAAAGCTTTACGTATGT
CTGGTGGAGACCATATTCACTCTGGTACTGTTGTGGGTAAACTTGAAGGA
GAACGTCAAGTAACACTTGGATTNGTAGATCTTCTTCGTGATGATTACATT
GAAAAAGACCGCAGTCGTGGTATTTACTTTACCCAAGATTGGGTATCTAT
GCCTGGTGTACTTCCAGTAGCTTCCGGAGGAATCCATGTTTGGCATATGCC
TGCACTTACAGAAATTTTTGGAGATGATTCTGTACTTCAATTTGGTGGAGG
AACCCTTGGACACCCATGGGGGAATGCACC
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Spirogyra sp. (KC779222)

GCTGGATTTAAAGCAGGGGTAAAAGATTACAGACTTACATATTATACTCC
TGAGTATGAGACCAAAGAAACTGACATTTTAGCTGCTTTTCGTATGACTCC
TCAGCCTGGAGTACCACCAGAAGAGGCTGGTGCCGCTGTAGCAGCAGAGT
CTTCTACTGGAACATGGACTACTGTATGGACAGATGGACTGACTAGTTTG
GATCGTTATAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGCGAAGA
AAATCAATACATTGCTTACGTAGCTTATCCTTTAGATCTATTTGAAGAAGG
TTCTGTTACCAACTTGTTTACTTCTATTGTAGGTAACGTATTTGGTTTCAAA
GCACTTCGTGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATATTCT
AAAACCTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACAAACT
TAATAAGTATGGCCGTCCTTTGTTAGGTTGTACTATTAAACCTAAATTAGG
ATTATCTGCTAAAAACTACGGTAGAGCTGTATATGAGTGCCTTCGTGGTGG
TTTGGATTTTACAAAAGATGATGAAAACGTAAACTCTCAGCCATTTATGCG
TTGGAGAGATCGTTTCTTGTTTGTAGCAGAAGCTATATACAAAGCACAAG
CAGAAACTGGAGAAATCAAAGGACATTATTTGAATGCTACTGCTGGTACT
TGTGAAGAAATGATGAAAAGAGCAGAATATGCTAAAGAACTAGGCGTAC
CAATTATTATGCATGACTATTTGACAGGTGGGTTTACAGCTAATACTAGCT
TAGCTCATTATTGTCGCGATAATGGTCTTCTTCTACATATTCACCGTGCTAT
GCACGCAGTTATAGATAGACAGAAAAATCACGGTATACACTTTCGCGTAT
TAGCTAAAGCTTTACGTATGTCTGGTGGAGACCATATTCACTCTGGTACTG
TTGTGGGTAAACTTGAAGGAGAACGTCAAGTAACACTTGGATTTGTAGAT
CTTCTTCGTGATGATTACATTGAAAAAGACCGCAGTCGTGGTATTTACTTT
ACCCAAGATTGGGTATCTATGCCTGGTGTACTTCCAGTAGCTTCCGGAGG
AATCCATGTTTGGCATATGCCTGCACTTACAGAAATTTTTGGAGATGATTC
TGTACTTCAATTTGGTGGAGGAACCCTTGGACACCCATGGGGGAATGCAC
CTGGGGCAGTTGCAAATCGTGTAGCTTTGGAAGCTTGTGTACAAGCTCGT
AATGAAGGCCGTGACCTTGCTCGTGAAGGGAATGAGGTAATTCGTGAAGC
TTGTAAATGGAGTCCTGAGTTAGCTGCAGCATGTGAAGTAT
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Spirogyra sp. (KC779220)

GCTGGATTTAAAGCAGGGGTAAAAGATTATAGACTTACATATTACACTCC
TGAATACGAGACCAAAGAAACTGATGTTTTAGCTGCATTTCGTATGACTC
CTCAGCCTGGAGTACCACCTGAAGAAGCAGGTGCTGCTGTAGCAGCTGAG
TCTTCTACTGGAACATGGACTACTGTTTGGACAGATGGACTTACTAGTTTG
GATCGTTATAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGAGAAGA
AAATCAATACATCGCTTATGTAGCTTATCCTCTAGATCTATTTGAAGAAGG
TTCTGTTACTAACTTATTTACTTCTATTGTAGGTAACGTATTTGGTTTCAAA
GCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATATTCT
AAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACAAACT
AAATAAATATGGCCGTCCTCTATTAGGTTGTACTATTAAACCTAAGTTAGG
TTTATCTGCTAAAAACTATGGTAGAGCTGTATATGAATGTCTTCGTGGTGG

TTTAGATTTTACAAAAGATGATGAAAACGTAAACTCTCAACCATTTATGCG
TTGGAGAGACCGCTTCTTGTTTGTAGCGGAAGCTATCTACAAAGCACAAG
CAGAAACCGGAGAAATTAAAGGCCATTACTTAAATGCTACTGCTGGTACC
TGTGAAGAAATGCTAAAAAGAGCAGAATATGCTAAAGAGCTAGGTGTAC
CAATTATTATGCATGACTATTTGACAGGTGGTTTTACAGCGAACACTAGTT
TAGCTCATTATTGCCGTGACAATGGTCTTCTTTTACACATTCACCGTGCTA
TGCACGCAGTTATCGACAGACAGAAAAATCATGGTATTCACTTCCGTGTTT
TAGCTAAAGCTTTACGTATGTCTGGTGGAGACCACATTCACTCTGGTACTG
TTGTAGGTAAACTTGAAGGAGAACGTCAAGTAACACTTGGATTTGTAGAT
CTTCTTCGTGATGACTATATTGAAAAAGATCGTAGCCGTGGTATCTACTTT
ACTCAGGACTGGGTATCTATGCCTGGTGTACTGCCAGTAGCTTCTGGAGG
AATTCACGTTTGGCACATGCCTGCGCTTACAGAAATCTTTGGAGATGATTC
TGTACTTCAATTTGGTGGAGGAACTCTTGGACACCCATGGGGTAACGCAC
CTGGTGCAGCTGCAAACCGCGTAGCTTTAGAAGCTTGTGTACAAGCTCGT
AATGAAGGTCGTGATCTTGCTCGCGAAGGTAATGAAGTAATTCGTGAAGC
TTGC
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Spirogyra maxima (KC779213)

GCTGGATTTAAAGCAGGAGTAAAAGATTACAGACTTACATATTATACTCC
TGAATATGAGACCAAAGAAACTGATATTTTAGCTGCATTTCGCATGACTC
CTCAACCTGGAGTACCCCCAGAAGAAGCAGGTGCTGCAGTAGCAGCAGA
GTCTTCTACTGGGACATGGACTACTGTTTGGACAGATGGACTGACTAGTTT
GGATCGTTATAAAGGAAGATGTTATGATATTGAACCCGTTGCTGGAGAAG
AAAATCAATACATTGCTTATGTAGCTTATCCTCTAGATCTATTTGAAGAGG
GTTCTGTTACTAACTTGTTTACTTCTATTGTAGGTAATGTATTCGGTTTCAA
AGCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATATTC
TAAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGATAAAC
TGAATAAATATGGTCGTCCTTTGTTAGGTTGCACTATTAAACCAAAACTAG
GTTTATCTGCTAAAAACTACGGTAGAGCTGTATATGAGTGTCTTCGTGGTG
GTTTGGATTTTACAAAAGATGATGAAAATGTAAACTCTCAACCATTTATGC
GCTGGAGAGATCGCTTTTTGTTTGTAGCAGAAGCTATATACAAATCACAA
GCAGAAACCGGAGAAATCAAAGGACACTATTTGAATGCTACTGCTGGTAC
CTGTGAAGAAATGATGAAAAGAGCAGAATATGCTAAAGAATTAGGTGTA
CCCATTGTTATGCATGACTATTTAACAGGTGGTTTTACAGCTAACACTAGC
CTAGCTCATTATTGCCGTGATAACGGTCTACTTTTACATATTCACCGTGCA
ATGCACGCAGTTATCGATAGACAGAAAAATCATGGTATTCACTTCCGTGT
TTTAGCTAAAGCTTTACGTATGTCTGGTGGAGACCATATTCACTCTGGTAC
TGTTGTAGGTAAACTTGAAGGAGAACGTCAAGTAACACTTGGATTTGTAG
ATCTTCTTCGTGATGATTACATTGAAAAAGATCGCAGTCGTGGTATTTACT
TTACCCAAGACTGGGTATCTATGCCTGGTGTTCTTCCGGTAGCTTCTGGGG
GAATCCACGTTTGGCATATGCCTGCACTTACAGAAATTTTTGGAGATGATT
CCGTGCTTCAATTCGGTGGAGGCACCCTGGGACACCCATGGGGGAATGCA
CCTGGTGCAGTAGCAAACCGTGTAGCTTTGGAAGCTTGCGTACAAGCTCG
TAATGAAGGTCGTGATCTTGCTCGTGAAGGGAATGAAGTCCTTCGTGAAG
CTTGCAAATGGAGTCCAGAGTTAGCTGCGGCATGTGAAGTAT
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Spirogyra maxima (KC779217)

GCTGGATTTAAAGCAGGAGTAAAAGATTACAGACTTACATATTATACTCC
TGAATATGAGACCAAAGAAACTGATATTTTAGCTGCATTTCGCATGACTC
CTCAACCTGGAGTACCCCCAGAAGAAGCAGGTGCTGCAGTAGCAGCAGA
GTCTTCTACTGGGACATGGACTACTGTTTGGACAGATGGACTGACTAGTTT
GGATCGTTATAAAGGAAGATGTTATGATATTGAGCCCGTTGCTGGAGAAG
AAAATCAATACATTGCTTATGTAGCTTATCCTCTAGATCTATTTGAAGAGG
GTTCTGTTACTAACTTGTTTACTTCTATTGTAGGTAATGTATTCGGTTTCAA
AGCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCATATTC
TAAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGATAAAC
TGAATAAATATGGTCGTCCTTTGTTAGGTTGCACTATTAAACCAAAACTAG
GTTTATCTGCTAAAAACTACGGTAGAGCTGTATATGAGTGTCTTCGTGGTG
GTTTGGATTTTACAAAAGATGATGAAAATGTAAACTCTCAACCATTTATGC
GCTGGAGAGATCGCTTTTTGTTTGTAGCAGAAGCTATATACAAATCACAA
GCAGAAACCGGAGAAATAAAAGGACACTATTTGAATGCTACTGCTGGTAC
CTGTGAAGAAATGATGAAAAGAGCAGAATATGCTAAAGAATTAGGTGTA
CCCATTGTTATGCATGACTATTTAACAGGTGGTTTTACAGCTAACACTAGC
CTAGCTCATTATTGCCGTGATAACGGTCTACTTTTACATATTCACCGTGCA
ATGCACGCAGTTATCGATAGACAGAAAAATCATGGTATTCACTTCCGTGT
TTTAGCTAAAGCTTTACGTATGTCTGGTGGAGACCATATTCACTCTGGTAC
TGTTGTAGGTAAACTTGAAGGAGAACGTCAAGTAACACTTGGATTTGTAG
ATCTTCTTCGTGATGATTACATTGAAAAAGATCGCAGTCGTGGTATTTACT
TTACCCAAGACTGGGTATCTATGCCTGGTGTTCTTCCAGTAGCTTCTGGGG
GAATCCACGTTTGGCATATGCCTGCACTTATAGAAATTTTTGGAGATGATT
CCGTGCTTCAATTCGGTGGAGGCACCCTGGGACACCCATGGGGGAATGCA
CCTGGTGCAGTAGCAAACCGTGTAGCTTTGGAAGCTTGCGTACAAGCTCG
TAATGAAGGTCGTGATCTTGCTCGTGAAGGAAATGAAGTCCTTCGTGAAG
CTTGCAAATGGAGTCCAGAGTTAGCTGCAGCATGTGAAGTAT
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Spirogyra sp. (KC779219)

GCTGGATTTAAAGCAGGGGTAAAAGATTATAGACTTACATATTACACTCC
TGAATACGAGACCAAAGAAACTGATATTTTAGCTGCATTTCGTATGACTC
CTCAGCCTGGAGTACCACCTGAAGAAGCAGGTGCTGCTGTAGCAGCTGAG
TCTTCTACTGGAACATGGACTACTGTTTGGACAGATGGACTTACTAGTTTG
GATCGTTATAAAGGAAGATGTTATGATATTGAACCTGTTGCTGGAGAAGA
AAATCAATACATCGCTTATGTAGCTTATCCTCTAGATCTATTTGAAGAAGG
TTCTGTTACTAACTTATTTACTTCTATCGTAGGTAACGTATTTGGTTTCAAA
GCACTTCGAGCTTTACGTCTAGAAGATCTACGTATTCCTCCTGCTTATTCT
AAAACTTTCCAAGGTCCTCCTCACGGAATTCAAGTAGAAAGAGACAAACT
AAATAAATATGGCCGTCCTTTATTAGGTTGTACTATTAAACCTAAGTTAGG
TTTATCTGCTAAAAACTATGGTAGAGCTGTATATGAATGTCTTCGTGGTGG

TTTAGATTTTACCAAAGATGATGAAAACGTAAACTCTCAACCATTTATGCG
TTGGAGAGACCGCTTCTTGTTTGTAGCAGAAGCTATCTACAAAGCACAAG
CAGAAACCGGAGAAATTAAAGGCCATTACTTAAATGCTACTGCTGGTACT
TGTGAAGAAATGCTAAAAAGAGCAGAATATGCTAAAGAGCTAGGTGTAC
CAATTATTATGCATGACTATTTGACAGGTGGTTTTACAGCAAACACTAGTT
TAGCTCATTATTGCCGTGACAATGGTCTTCTTTTACACATTCACCGTGCTA
TGCACGCAGTTATCGATAGACAGAAAAATCATGGTATTCACTTCCGTGTTT
TAGCTAAAGCTTTACGTATGTCTGGTGGAGACCATATTCACTCTGGTACTG
TTGTAGGTAAACTTGAAGGAGAACGTCAAGTAACCCTTGGATTTGTAGAT
CTTCTGCGTGATGACTATATTGAAAAAGATCGTAGCCGTGGTATCTACTTT
ACTCAAGACTGGGTATCTATGCCTGGTGTACTGCCAGTAGCTTCTGGAGG
AATTCACGTTTGGCACATGCCTGCGCTTACAGAAATCTTTGGAGATGATTC
TGTACTTCAATTTGGTGGAGGAACTCTTGGACACCCATGGGGTAACGCAC
CTGGTGCAGTTGCAAACCGCGTAGCTTTAGAAGCTTGTGTACAAGCTCGT
AATGAAGGTCGTGATCTTGCTCGCGAAGGTAATGAAGTAATTCGTGAAGC
TTGCAAG
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Sequences of ITS 2 region of Spirogyra subjected for multiple alignment and

analysis the phylogenetic relationships
Pattern 1 (S. ellipsospora)

ATCCACTGACTTATACTGTGAAACTGCGAATGGCACACCTTCTCATGTTAA
TCAGTTATAGTGTTATTTGATGGTACCTACTACTCGGATAGATCGTAGTAA
AATCTAGAGCTAATACGTGCGTAAATCCCGACTTCTGGAAGGCACGTATT
TATTAGATGGAAACGCCGACCGCCGGCTCTGGCCCGACTTACGCGGTGAA
TCATGATAACTTCACGAATCGGCATGGCCTTGTGCCGGCGATGTTAAACA
TACAAATTTCTGGGCTATCAACTTTCGATGGTAGGATAGAGGCCTACCAT
GGTGGTAACGGGTGACGGAGGATTAGGGTTCGATTCCGGAGAGGGAGCC
TGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACC
CAATCCTGACACAGGGAGGTAGTGACAATAAATAACAATACTAGGGCCTT
GTCAGGTCTGGTAATTGGAATGAGTACAATAGHTAAAACCCCTTAACGAA
AGGATCAATTGGAGGGGGCAAGTCTCTCTGGTGCCAGCAGCCGCGGTAAT
TCCAGCTCCAATAGCGTATATTTAAGTTGCTGCAGTTAAAAAGCTCGTAGT
TGGATTTCGGGTGGCGCCTGCCGGTCCGCCGTTTCGGTGTGCACTGGCAG
GACCCACCTTGTTGCTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGT
TGGTGGGTTGCCTTGTCAGGTTGATTC

Pattern 2

ATAAACTGCTTTATACTGTGAAACTGCGAATGGCTCATTAAATCAGTTATA
GTTTATTTGATGGTACCTAGGTACCTACTACTCGGATAGATCGTAGTAAAA
TCTAGAGCTAATACGTGCGTAAATCCCGACTTCTGGAAGGCACGTATTTAT
TAGATGGAAACGCCGACCGCCGGCTCTGGCCCGACTTACGCGGTGAATCA
TGATAACTTCACGAATCGGCATGGCCTTGTGCCGGCGATGTTAAACATAC
AAATTTCTGGGCTATCAACTTTCGATGGTAGGATAGAGGCCTACCATGGT
GGTAACGGGTGACGGAGGATTAGGGTTCGATTCCGGAGAGGGAGCCTGA
GAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCAA
TCCTGACACAGGGAGGTAGTGACAATAAATAACAATACTAGGGCCTTGTC
AGGTCTGGTAATTGGAATGAGTACAATAGHTAAAACCCCTTAACGAAAGG
ATCAATTGGAGGGGGCAAGTCTCTCTGGTGCCAGCAGCCGCGGTAATTCC
AGCTCCAATAGCGTATATTTAAGTTGCTGCAGTTAAAAAGCTCGTAGTTGG
ATTTCGGGTGGCGCCTGCCGGTCCGCCGTTTCGGTGTGCACTGGCAGGAC
CCACCTTGTTGCTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGG
TGGGTTGCCTTGTCAGGTTGATTC
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Pattern 3 (S. neglecta)

ATCCACTGACTTATACTGTGAATCTGCGAATGGACACCTTCTCATGTTAAT
CAGTTATAGTGTTATTTGATGGTACCTACTACTCGGATAGATCGTAGTAGA
ATCTAGAGCTAATACGTGCGTAAATCCCGACTTCTGGAAGGCACGTATTG
ATTAGATGGGAACGCCGACCGCCGGCTCTGGCCCGACGTTACGCGGTGAA
TCATGATAACTTCACGAATCGCCATGGCCTTGTGCCGGCGATGTTTAAACA
TACAAATTTCTGGGCTATCAACTTTCGATGGTAGGATAGAGGCCCTACCAT
GGTGGTAACGGGTGACGGAGGATTAGGGTTCGATTCCGGAGAGGGAGCC
TGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACC
CAATCCTGACACAGGGAGGTAGTGACAAATAAATAACAATACTAGGGCCT
TGTCAGGTCTGGTAATTGGAATGAGTACAATAGHTAAAACCCCTTAACGA
AAGGATCAATTGGAGGGGGCAAGTCTCTCTGGTGCCAGCAGCCGCGGTAA
TTCCAGCTCCAATAGCGTATATTTAAGTTGCTGCAGTTAAAAAGCTCGTAG
TTGGATTTCGGGTGGCGCCTGCCGGTCCGCCGTTTCGGTGTGCACTGGCAG
GACCCACCTTGTTGCTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGT
TGGTGGGTTGCCTTGTCAGGTTGATTC

Pattern 4

AAATCCACTGCTTTATACTGTGAGTAACTGCGAATGGCTCATTAAATCAGT
TATAGTTTATTTGATGGTACCTAGGTACCTACTACTCGGATAGATCGTAGT
TTAATCTAGAGCTAATACGTGCGTAAATCCCGACTTCTGGAAGGCACGTA
TTTATTAGATGGAAACGCCGACCGGGGGCTCTGGCCCGACTTACGCGGTG
AATCATGATAACTTCACGAATCGGCATGGCCTTGTGGCTCGACGGCGATG
TTAAACATACAAACCTCTATGGCTATCAACGGTCGATGGTAGGATAGAGG
CCTACCAAGGGTGGTAACGGGTGACGGAGGATTAGGGTTCGATTCCGGAG
AGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGC
AAATTACCCAATCCTGACACAGGGAGGTAGTGACAATAAATAACAATACT
AGGGCCTTGTCAGGTCTGGTAATTGGAATGAGTACAATAGHTAAAACCCC
TTAACGAAAGGATCAATTGGACGGCCAAGTCTCTCGGGTGCCAGCAGCGG
CGGTAATTCCAGCTCCAATAGCGTATATTTTGGAGTTGCTGCAGTTGGAAA
GCTCGTAGTTGGATTTCGGGTGGCGCCTGCCGGTCCGCCGTTTCGGTGTGC
ACTGGCAGGACCCACCTTGTTGCTGATTCTATGGGTGGTTGTGCATGGCCG
TTCTTAGTTGGTGGGTTGCCTTGTCAGGTTGATTC
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Pattern 5

TTTATACTGTGATAACTGCGCAATGCCTCATTATATCAGTTATAGTTTATTT
GATGGTACCTAGGCTGCTCGGATACCCGTAGTAAATCTAGAGCTTATACG
TGCGTAAATCCCGACTTCTGGAAGGGACGTAGTTATTAGATTAAAGGCCG
ACCGGGCTCTGGCGGACTCGCGGTGAATCATGATAACTTCACGAATCGCA
TGGCCTTGTGCCGGCGATGTCTCATTCAAATTCCTGGCCTATCAACTTACG
ATGGTAGGATAGAGCCCTACCATGGTGGTAACGGGTGACGGAGGATTAGC
GTTCGATTGGGGAGAGGGAGCCTGATAAACGGCTACCACATCCAAGGAA
GGCAGCAGGCGCGCAAATTACCCAATCCTGACACAGGTAGGTAGTGACA
ATAAATAACAATACTGGGCCATTTCAGGTCTGGTAATTGGAATGAGTACA
ATCTAAGCCCTTTAACGAGGATCAATTGGAGGCCAAGTCTGGTGCCAGCA
GCCGCGTTAATTCCAGCTCCAATAGCGTATAGTTAAGTTGCTGCAGTTAAG
AAGCCGCGTAGTTGGATTTCGGGTGGCGCCTGCCGGTCCGGCGTTTGGGT
TGTGCACTGGCAGGACCCACCTTGTTGCCGGGGACGGGCTCCTGGGCGTC
ACTGTCCGGGACTCGGAGTCGGCGCTGTTACTTTGAGTAAATTAGAGTGTT
CAAAGCAGGCCTACGCTCTGAATACATTAGCATGGAATAACACGATAGGA
CTCTGGCCTATGCTGTTGGTCTGTAGGACCGGAGTAATGATTAAAAGGGA
CAGTCCCCGGCATTCGTATGTCATTGTCAGAGGTGTAATTCTTGGATTTAT
GAAAGAGGAACTACTGCGGGAAGCATTTGCCAAGGATGTTGTCATTATT
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Appendix C

ECOLOGICAL AND BIOLOGICAL PARAMETERS OF EACH LACALITY
WERE INVESTIGATED
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Ecological and Biological parameters of each locality were investigated.

Ecological parameters

Biological parameters

pH Cond. TDS Sal. DO | Width Length Spiral Granule
N-1 7.04 476 253 0.2 6.8 55 110 9.5 106
N-2 618 353 188 0.2 8.8 45 131 10 118
N-3 473 118 63 0.1 106 40 95 6.5 74
N-4 588 251 133 0.1 9.7 45 100 7.5 82
N-5 557 307 165 0.2 7.8 82 263 11 86
N-6 6.68 266 141 0.1 9.1 53 180 7 72
N-7 831 461 98 0, ] pumnileele 55 120 11 124
N-8 6.68 315 167 0.2 11.2 52 110 9.5 115
N-9 719 334 198 0.1 9.5 44 123 8.5 90
N-10 7.26 197 152 0.5 8.6 52 159 9 74
N-11 7.47 287 179 0.1 9.8 47 104 8 82
N-12 6.43 295 156 0.1 8.6 49 180 6 50
N-13 7.38 279 185 0.1 8.6 48 164 7 57
M-1 726 197 152 0.5 8.1 79 225 16 60
M-2 810 361 296 03 104 50 115 7.5 62
M-3  7.53 448 257 0.2 6.6 60 120 115 132
M-4 871 367 388 0.2 6.9 43 188 55 118
M-5 723 379 407 0.5 7.2 45 108 11 115
M-6 7.14 198 361 0.2 8.0 56 206 9 56
M-7  6.79 578 230 0.1 8.1 55 120 12 145
M-8 7.09 499 376 0.3 9.0 41 161 7 240
M-9 737 225 335 04 9.4 48 172.5 8.5 58
M-10 8.28 256 321 02 104 60 120 6.5 52
M-11 831 254 153 0.1 110 42 110 7.5 84
E-1 879 434 236 0.6 8.1 51 100 10.5 136
E-2 9.04 415 220 0.7 7.1 50 122 9 78
E-3 7.16 510 272 0.6 55 47 118 12 154
S-1 6.58 489 415 05 8.3 70 181 8 125
S-2 752 491 671 04 6.1 56 110 11 116
S-3 754 351 214 05 103 48 104 9 86
NE-1 6.89 255 135 01 106 90 146 6 108
NE-2 7.69 286 152 0.1 9.96 45 114 8 88
NE-3 6.68 266 141 01 815 47 105 8.5 97
NE-4 4.09 113 206 0.5 8.9 40 85 55 68
NE-5 7.96 153 183 08 957 45 146 7.5 66
NE-6 7.29 752 398 04 10.13 55 124 7.5 75
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