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STATEMENT OF ORIGINALITY

1. An amylolytic lactic acid bacteriunt,actobacillus plantarum S21 is a rare strain
of lactic acid bacteria capable of producing extracellular amylase and produce
high concentration of lactic acid from starch. This thesis presented potential of the

bacterium and proposed action mechanism for starch degradation

2. In order to express amylase gene fronplantarum S21 in form of extracellular
enzyme in otherLactobacillus sp., gene cloning in pSIP vector has been
performed for investigation of feasibility to construcactobacillus sp. with
amylase activity which rarely occur in nature. Moreover, signal peptide sequence
from L. plantarum S21 has significant impact to reguldateplantarum WCFS1
andL. plantarum TGLO2 to produce extracellular enzyme. Therefore, this method

could be an option to construct Lactobacillsg. with other extracellular enzymes.
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