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ABSTRACT

The objectives of this study were to determine the prevalence of bacteria from
endometritis postpartum dairy cows, antimicrobial susceptibility, and the presence of
virulent factor genes including plo, cbpA, and fimA gene of A. pyogenes. in dairy cows
with 30-90 days postpartum. Holstein-Frisian cows, lactation 1-6, 30-90 days
postpartum in small holder dairy farms were diagnosed as clinical endometritis by
Metricheck™ device and collected the discharge by uterine swabbing with Al
technique, aseptically. Samples were examined for aerobic bacterial identification and
antimicrobial sensitivity. Finally, BOX-PCR typing and screening for three virulence
factor genes of A. pyogenes were investigated. Ninety of 198 cows from 38 small
holder dairy farms were diagnosed as clinical endometritis and had bacterial cultured.
Prevalence for endometritis was 45.45%. Isolates include gram-positive bacteria
(n=72) and gram-negative bacteria (n=56). The most frequency isolates of bacteria

were as follow: E. coli (55.36%), Corynebacterium spp. (27.78%), Bacillus spp.
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(25.00%), Streptococcus spp. (19.44%), Staphylococcus spp. (13.89%), A. pyogenes
(12.50%), and Pasteurella spp. (16.08%). From all 9 antimicrobial agents used in the
study, gentamicin was the most sensitive antibiotics and oxytetracycline was the least
sensitive for both gram-positive and gram- negative bacteria. This finding may be the
result of that oxytetracycline was routinely used in dairy farms in this study area. In
conclusion, this study provided an update information of bacteria causing
endometritis and their status of antibiotic resistance. The plo, cbpA and genes were
detected in 100% and fimA gene were found 22%. Such information is useful for

further study.



