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Abstract

Streptococcus suis is now regarded as a zoonotic pathogen of concern in
Thailand. The objectives of this study were to determine the prevalence of S. suis
isolated from healthy finishing pigs and to characterize this agent genetically by the
detection of 3 virulence-associated genes; extracellular protein factor (epf),
Muramidase-released protein (mrp), and Suilysin (sly) and to perform multilocus
sequence typing (MLST). From a total of 220 tonsils from finishing pigs slaughtered
at 12 slaughterhouses in Chiang Mai and Lamphun during December 2012 to April
2013, S. suis was isolated from 38.2% (84/220) of the tonsils collected. Serotype 16
(2.7%) was the most prevalent serotype followed by serotype 7 (2.3%), serotype 2 or
1/2 (1.4%) and serotype 9 (0.9%) respectively. Based on the presence of 3 virulence-
associated genes, 7 various genotypes were found. Most of S. suis strains belonged to
the epf- mrp- sly — genotype. Out of 8 different sequence types determined by MLST,
4 new sequence types were demonstrated for the first time in this study. ST104 strain,
which was reported as human pathogen in Chiang Mai, was found too.
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S. suis strains isolated from the same original source showed the same pattern of
allelic numbers of S. suis. Based on genotypic characterizations using the detection of
virulence-associated genes and MLST, S. suis is a genetically diverse species. Hence,
healthy pigs are still to be considered an important key in the epidemiology of the
infection due to its carrier capacity of various types of S. suis. Awareness regarding S.

suis infection needs to be extended to the public.



vii

A

y a a Jd @
%aimmﬂmwuﬁ ANUYNUASANNUNAINHANINNNUTNT TNV Streptococcus sui

Tugnsyugunnd e dadoaInuuazdmu dszme Ine
Y A a A o 4
RN UNAIFIA TUN3 1IN

[ o @ a
ﬂ%ﬂluﬁﬁ FAWNNYTBITUFUAAATUHIUUNA

d' a a J
AUENITUMINUI NI INENTAWUS
L 7 I o .
A.a3. lsvasa Wsad 9191365y 1man (FU-Berlin)
a o @
WA.TN.Q.AT. ANNT WINA 91913630y 11an (CMU)

v ¢ o s s !
AT, NYUYNY WAYIITIU 919136NY5n81570 (CMU)
U |l
UNAAED

9 w

X < @ a <3| A a 1 o d A A
womasIafende goa 1Wurens lsnaadenndaigaunianudiagyluilszmea

9

9 9
A o o =K Y

aw A i dy dy < o a A
vl‘VlEJ N1UIY i]@1/]'IGUHLW@UQGBﬂ'J'IiJG];ﬂGU@QL%’E]ﬁWIT]JT@ﬂ@ﬂﬂﬁ C!jf@ﬁﬂllﬂﬂllﬂﬂWﬂaﬂiﬂlu

Q a

o J

£ Y 1
FUANA LagANEIANEULNIHUFNI TV UTIUANE oTIRI8MTATINHIBUNTANUTUNUS
o & < @ a Y 1 =
AN UusIveuFediasl lanonaa god laun epf, mrp uag sly uaz@nbinaiy
NAINMAIININWUFNITTY @283% Multilocus Sequence Typing (MLST) Tu%19ifeu
k3
o <3 [ a 1 a
FUNAN W.A.2555 Dausieu w.e.2556 iemasl Iafonda goduen laninaeunousagns
k4
YUFVAINA At dadoalul uazdmu $osaz 38.2 (84/220) anwynueutodaslia
< @ a 7| ' 1 X < @ a
Aonda goa® 15 1nil 16 Tagega Imdesaz 2.7 wazanuynveudodiasy Tnfende goa
J ' o v {
3151l 7, 2n50 1/2, 9 iiAdosaz 2.3, L4uaz 0.9 18141 910015ATI9MIBUNT
v o Jo g <] @ a = Y
ANUFNNUTAUANUFULTIVOUTRaINI 1 TaAonad goanugUuunvesdunviua 7 iluuy
I ~ A o o &’ <] v
Tag epf-mrp-sly- Wuzluvunasrswuniniga jlvuuarduavesseansi Inaenaa
a a, @ @ I g
yoe 8 JUuny asranyIagds MLST Tag 4 j1luuudavdaaa unssisanuasansnly
o Ia o w : ' [ [
Tan eneiugniiglunudduwanuieay 104 (ST104) Feiimssieauludieomwadmia

=S v 9 A a dy <3 @ a ~ 9
Foalna von Idangnsyundgunmilng uazivomasy Tafenad goa Nuenlaaingnsyu

C)

(3 [ U

1A [ @ a A A dy < o a
mmmmmmﬂuuﬁmgﬂgmumgam aaNIvuaUNU ﬂa’]ﬁiﬂﬂﬁ}:ﬂ L"]f’f]ﬁmiﬂiﬁﬂ’é)ﬂﬂﬁ you

a @ a 2 2 a < o Aa o w
UATUHANIH AN NANUTNTTY NUIVYUDIFIN FNIYUFTUNINA Lﬂuﬁﬂﬂﬂﬂwmmmﬂﬂﬂu

Q C)



viii

4

a 4 I { <} o a @
ﬁ'mazmmmn LﬁfNﬂTﬂ?HZJTiE]L‘]J‘LlW1ﬁ$‘llf)\‘ll%’é]ﬁmiﬂ1ﬂﬂﬂﬂﬂﬁ YOA NANWHAYTIYNUT

q

Faanaogaula



