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STATEMENTS OF ORIGINALITY

This thesis was conducted to find the efficacy of medicinal plants in Thailand
which had the highest antibacterial activity against some bacteria causing skin disease
and antioxidant activity in order to improve new pharmacology or food supplement
products in the future. This work conducted at Division of Microbiology, Faculty of

Science, Chiang Mai University and some part was performed at Faculty of Pharmacy,
Chiang Mai University.
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