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STATEMENT OF ORIGINALITY

1. This study provides the molecular community analysis of AM fungi
associated with field-collected roots and rhizosphere soils of the tropical trees,
Aquilaria crassna and Tectona grandis as part of a long term goal of optimizing
AM fungus inoculation strategies to enhance plantation and reforestation efforts

with these trees.

2. In order to propagate AM fungal spores for large scale production, the pot
culture with different diluents and host plants, and the on-farm inoculum
production using leaf litter compost as a substrate component were performed

and applied for tropical climates.
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