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STATEMENT OF ORIGINALITY 

1. This thesis was conducted to study the biodiversity of actinomycetes associated  

with some edible freshwater macroalgae; Nostoc  commune and          

Nostochopsis spp. by using culture-depending and culture-independent.          

This study also present the reliable database of actinomycete diversity associated  

with edible freshwater macroalgae. 

2. In order to present the methods of isolation and screening of antimicrobial 

activities which isolated from edible freshwater macroalgae. These would be the 

good practices for applications in other organism.  

 


