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ABSTRACT

Streptococcus suis is a zoonotic bacterium that can cause diseases in human. In
pigs, this bacterium causes septicemia, meningitis, endocarditis, pneumonia and other
serious infections whereas human infection from S. suis is associated with septicemia,
meningitis and permanent hearing loss. Understanding in mechanism of pathogenesis of
S. suis remains unclear. This study was aimed to investigate the proteomic profiles of S.
suis serotype 2 and serotype 14 (isolated from diseased pig, healthy pigs and human
patients) during exposure to mouse and human macrophages (RAW 264.7 and U 937,
respectively). The research methodologies were carried out to analyze the protein
patterns of the intracellular bacteria by the one-dimensional electrophoresis combined
with identification of proteins by the liquid chromatography mass spectrometry (LC-
MS/MS). The results indicated that all S. suis strains differentially expressed 261
proteins during exposure to mouse macrophages. Of these proteins, most of them were
proteins-related to stress response or unfavorable conditions such as LysR substrate
binding domain protein, aerobic-type carbon monoxide dehydrogenase, heat shock
protein dnaj, hippurate hydrolase and rhodanese domain protein. Whereas in human
macrophages, proteins differentially expressed were 118 proteins. Most of them were
translation-associated proteins such as Translation initiation factor IF-2, 30S ribosomal
protein S7, 50S ribosomal protein L33 and Elongation factor G. These results indicated
that all S. suis strains differentially adapted themselves to stress-conditions in human
and mouse macrophages. These finding may lead to the understanding of SS2 and SS14

pathogenic mechanisms in the future.



