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STATEMENT OF ORIGINALITY

The function of sakA and atfA genes had been studied in many fungi
including yeasts and filamentous fungi. However, the exact functions of
these two genes in a dimorphic fungus, Penicillium marneffei have never
been defined. In this thesis, the roles of sakA and atfA genes on oxidative
stress response are firstly proposed. Response to this kind of stress is
essential for survival of Penicillium marneffei inside host macrophage and

systemic infection in immunocompromised patients.

Generally, PCR-based or plasmid-based method of split marker
recombination is used to generate mutant strain of gene of interest. This
study firstly proposed the combination of PCR-based and plasmid-based
methods for construction of P. marneffei atfA mutant strain.  This
combination technique can be used for generation mutation of other genes

of interest in P. marneffei or in other fungi.



