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STATEMENT OF ORIGINALITY

This thesis analyzes proteins of male An. campestris-like and different
morphological regions of the female salivary glands by using proteomic

approach.

This thesis is the first to identify the salivary gland proteins that are involved in
the second blood feed on a day corresponding to the transmission period of

sporozoites to a new mammalian host.

This thesis identifies cDNA Library clones encoding abundant secreted proteins

in An. campestris-like female salivary glands for the first time.



