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ABSTRACT

A number of rapid biodiversity assessment (RBA) approaches have been proposed to
overcome many of the difficulties associated with large-scale invertebrate surveys. The RBA
approaches demonstrated in the present study were: (1) restricted sampling in place of intensive
sampling (sampling surrogacy); (2) the use of higher taxonomic levels than species (species
surrogacy); and (3) the use of surrogate taxa in place of all taxa (taxon-focusing).

This study compared a rapid (3 days) and intense inventory of spiders from evergreen hill
forests of Doi Inthanon National Park, northern Thailand, comprising 87, 64, and 72 spiders
species (from three attempts: RBA 1, RBA 2 and RBA 3, respectively) to a previous, much more
thorough survey of one year duration from the same site that comprised of 88 species. Efficiency
of RBA (sampling surrogacy approach) was tested by implementing the PC-Ord program and
ANOVA, revealing two groups: abundance and richness of the spiders in evergreen forest were
similar those obtained by RBA 1 and RBA 3 but clearly differed from RBA 2. The comparison
indicated a seasonal effect on RBA 2. For higher taxa surrogacy approach, both family and genus
richness were here tested in their ability to predict the number of spider species independently of
sampling effort. Genus richness was considered a good surrogate of species richness, the same not
happening with families. For surrogate taxa (taxon-focusing) approach, a two-family indicator

group —Salticidae and Theridiidae— was found to be a good surrogate of species richness.



The study used a quantitative and 4 semi-quantitative collecting methods (sweeping,
visual search, beating, pitfall trapping and leaf litter sampling) to access as many different habitats
as possible. Pitfall traps (4-13 species), though with an effort not comparable to other methods,
were the most efficient in capturing mature specimens (> 90%), although the larger abundance
and richness were obtained with leaf litter sampling (35-46 species). Comparisons of collecting
methods implementing the PC-Ord program produced 5 groups. These five groups have the
correlation with natural history of the spiders collected. Pitfall traps and soil samples provided
more than 75% similarity while sweeping and beating were strongly correlated and there was no
significant difference between these two methods. Visual search can be grouped with pitfall traps
and soil samples or sweeping and beating but shared less than 50% similarity.

To estimate total number of species occurring in the area the data were analyzed with 6
species richness estimators: ACE, ICE, bootstrap, Chaol, Chao2, first-order jackknife and second-
order jackknife. Sobs calculate with ICE and Chao2 estimators generated percent inventory
completeness that clustered within a reasonable range, 74.41 % for RBA1 and 50.98 % for RBA2
whereas no estimator reached asymptote for RBA 3. ICE estimator performed better than the
other estimators. The failure of the observed species accumulation curve to level off for the RBAs
data sets suggested that more sampling would be needed to determine the number of species
present. The result suggests that the difference in species richness found was artifactual (due to

phenology, method and spatial edge effects) as well as under-sampling bias.



