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Yoyaadn
Oneway
ANOVA

SP

Sum of

Squares df Mean Square Sig.
Between Groups 14654.93 4 3663.733 1.895 .188
Within Groups 19330.00 10 1933.000
Total 33984.93 14

Post Hoc Tests

Dependent Variable: SP

Multiple Comparisons

LSD
Mean
Difference 95% Confidence Interval
(1) location  (J) location (1-J) Std. Error Sig. Lower Bound Upper Bound
DI EF 73.3333 | 35.89800 .068 -6.6524 153.3191
RBA1 70.6667 | 35.89800 .077 -9.3191 150.6524
RBA2 84.6667 *| 35.89800 .040 4.6809 164.6524
RBA3 80.0000 | 35.89800 .050 .0143 159.9857
EF DI -73.3333 | 35.89800 .068 -153.3191 6.6524
RBA1 -2.6667 | 35.89800 .942 -82.6524 77.3191
RBA2 11.3333 | 35.89800 .759 -68.6524 91.3191
RBA3 6.6667 | 35.89800 .856 -73.3191 86.6524
RBA1 DI -70.6667 | 35.89800 .077 -150.6524 9.3191
EF 2.6667 | 35.89800 .942 -77.3191 82.6524
RBA2 14.0000 | 35.89800 .705 -65.9857 93.9857
RBA3 9.3333 | 35.89800 .800 -70.6524 89.3191
RBA2 DI -84.6667 *| 35.89800 .040 -164.6524 -4.6809
EF -11.3333 | 35.89800 .759 -91.3191 68.6524
RBA1 -14.0000 | 35.89800 .705 -93.9857 65.9857
RBA3 -4.6667 | 35.89800 .899 -84.6524 75.3191
RBA3 DI -80.0000 | 35.89800 .050 -159.9857 -.0143
EF -6.6667 | 35.89800 .856 -86.6524 73.3191
RBA1 -9.3333 | 35.89800 .800 -89.3191
RBA2 4.6667 | 35.89800 .899 -75.3191 84.6524

*. The mean difference is significant at the .05 level.
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ANALYZE BY PROGRAME MATLAB 7.0
function av_err = bio2(g,s,L,T)

N=length(g);
n=length(s);
I=length(L);

ifN~=n|l~=2

fprintf('invalid data,please try again, the number of genus must equal to nuber of
species')
else

fori=1:n
err(i)=s(i)-(L(1).*g(i)+L(2));
end
end

fori=1:74

X(1)=6+1;

a(i)=(x(1)-9(2)).*(x(1)-9(3)).*(x(i)-g(4)).*(x(1)-9(5)).* (x(1)-9(6)).*(x(1)-g(7)).* (x()-
9(8)).*(x(1)-9(9))-*(x(i)-9(10));
al(i)=(9(1)-9(2)).*(9(2)-9(3))-*(9(1)-9(4))-*(9(1)-9(5))-*(9(1)-9(6)).*(9(1)-
9(7))-*(a(1)-9(8))-*(9(1)-9(9))-*(a(1)-9(10)); | _ |
b(D)=(x(1)-9(1)).*(x(1)-9(3)).*(x(1)-9(4)).*(x(1)-g(5))-* (x(1)-9(6)).*(x(1)-9(7)).* (x(i)-
g(8))-*(x(1)-9(9))-*(x(i)-g(10));
b1(i)=(9(2)-9(1)).*(9(2)-9(3))-*(9(2)-9(4))-*(9(2)-9(5))-*(9(2)-9(6)).* (3(2)-
9(7))-*(9(2)-9(8)) *(9(2)-9(9)-*(3(2)-9(10)); _ _ _
c(i)=(x(1)-9(2)).*(x(1)-9(1)).*(x(i)-g(4)).*(x(1)-9(5)).*(x(1)-9(6)).*(x()-g(7)).* (x(i)-
9(8))-*(x(1)-9(9))-*(x(i)-9(10));
c1()=(9(3)-9(2)).*(9(3)-9(1))-*(9(3)-9(4))-*(9(3)-9(5))-*(9(3)-9(6)).*(9(3)-
9(7))-*(9(3)-9(8))*(9(3)-9(9))- *(a(3)-(10)); | _ _
d()=(x(1)-9(2))-*(x(1)-g(3)).* (x(1)-g(1))-*(x(1)-9(5)).*(x(1)-g(6)).* (x(1)-g(7)).*(x(i)-
9(8))-*(x(1)-9(9))-*(x(i)-9(10));
d1(1)=(9(4)-9(2))-*(9(4)-9(3))-*(9(4)-9(1)).*(9(4)-9(5)). *(9(4)-9(6)).*(9(4)-
9(7))-*(9(4)-9(8))-*(9(4)-9(9))-*(9(4)-9(10));
e(i)=(x(1)-9(2)).*(x(1)-9(3)).*(x(i)-g(4)).* (x(i)-g(1)).*(x(1)-9(6)).*(x(1)-g(7)).* (x()-
9(8)).*(x(1)-9(9)).*(x(1)-9(10));
e1(i)=(9(5)-9(2)).*(9(5)-9(3))-*(9(5)-9(4))-*(9(5)-9(1)).*(9(5)-9(6)).*(9(5)-
9(7))-*(9(5)-9(8))-*(3(5)-9(9))- *(3(5)-9(10)); , _ _
ff(i)=(x(1)-9(2)).*(x(1)-9(3)).*(x(1)-g(4)).*(x(1)-g(5)).* (x(1)-g(1)).*(x()-g(7)) . * (x()-
9(8)).*(x(1)-9(9))-*(x(1)-9(10));
ff1(1)=(9(6)-9(2)).*(9(6)-9(3))-*(9(6)-9(4)).*(9(6)-9(5)).*(9(6)-9(1)).*(9(6)-
9(7))-*(9(6)-9(8))-*(9(6)-9(9))-*(9(6)-9(10));



99(1)=(x(1)-0(2). *(x(1)-0(3)).*(x()-5(4)) *(x(0)-g(5)). *(x(i)-0(6)). *(x()-0(L)) *(x(i)-
0(8)).*(x(1)-9(9)) *(x(()-g(10));

091()=(0(7)-9(2)) *(a()-0(3)) *(a()-0(4) *(E(1)-9(5))-*(a(7)-9(6)). *(a(7)-
9(1))-*(g(7)-9(8))-*(a(7)-9(9)-*(@(7)-9(10)); | | |
(i)=((1)-0(2)).*((i)-0(3)) *(x(0)-g(4)). *(x(1)-0(5))-*(x()-5(6)) *(x(0)-a (7)) *(x(i)-
0(1)).*(x(1)-9(9)) *(x(i)-9(1L0));
h1(i)=(0(8)-9(2))-*(0(8)-9(3))-*(a(8)-5(4)).*(a(8)-5(5)) *(a(8)-0(6)) *(g(®)-
0(7))-*(a(8)-9(1)).-*(3(8)-9(9))- *(3(8)-9(10)); | | |
()=(x(1)-0(2)). *(<()-9(3)) *(x(0)-5(4))-*(x()-0(5)). “(()-0(6)) *(x(0)-a (7)) *(x(i)-
9(8))*(x()-9(1)) *(x(i)-9(10));

i11()=(9(9)-9(2)) *(9(9)-0(3)) *(9(9)-0(4)).*(3(9)-(5)). *(3(9)-4(6)). *(3(9)-
0(7)).*(3(9)-0(8))- *(3(9)-9(1))- *(a(9)-g(10)); | | |
J0)=x()-0(2). (()-0(3)) #(X(0)-0(4))-*(X()-0(5)). *((1)-0(6)) *(x(0)-a(7)-*(x(i)
0(8)).*(x(i)-9(9)) *(x(i)-g();
j1()=(9(10)-0(2)).*(g(10)-9(3))- *(3(10)-g(4))- *(9(10)-5(5)).*(9(10)-0(6)).*(g (10)-
0(7))-*(3(10)-9(8)). *(9(10)-9(9))-*(9(10)-g(L);

f(i)=((a(i)./aL(i)).*err(1))+((b(i)./b1(i)).*err(2))+((c(i)./c1(i)).*err(3))+((d(i)./d1(i)).*
err(4))+((e(i)./e1(i)).*err(5))+((ff(i)./ff1(i)).*err(6))+((gg(i)./ggl(i)).*err(7))+((h(i)./h1
(@).*err(8))+((ii(i)./iid(i)).*err(9)+((j(i)./j1(i)).*err(10))
end
plot(x(1:n),f(1:n));
f(i);
biol;
av_err=sqgrt(sum(err.”2)/N)
final_data=abs(T(2)-(T(1).*L(1)+L(2)))*.9
if final_data <av_err
fprintf(‘the data is followed by the average integration of polynomial interpolation’)
else
fprintf(‘the data is not followed by the average integration of polynomial
interpolation’)
end
area_app=0.5.*(max(g)-min(g)).*(L(1).*max(g)+L(2)+L(1).*min(g)+L(2));

Result of the data

== T S T s == —— ——e————— — g ——

file #1 EF- family + RBA3
09=[161212107711792022832];
s=[2323211677158163738890];
L=[2.8521 -14.345];
T=[3172];
av_err = bio2(g,s,L,T)
av_err =

5.7537
final_data =



2.0701
the data is followed by the average integration of polynomial interpolation
then accept this experiment

file #2 EF- genus + RBA1
g=[2320191677158153235865];
s=[2323211677158163738890];
L=[1.2864 -3.3936];
T=[74 86];
av_err = bio2(g,s,L,T)
av_err =

3.1445
final_data =

5.8000
the data is not followed by the average integration of polynomial interpolation
then reject this experiment

file #3 EF- genus + RBA2
g=[232019 16 7 7 158 15 32 35 8 65 57];
s=[232321167715816 37388 9061];
L=[1.2848 -3.5804];
T=[57 61];
av_err = bio2(g,s,L,T)
V_err =
3.8507
final_data =
8.6532
the data is not followed by the average integration of polynomial interpolation
then reject this experiment

file #4 EF- genus + RBA3
g=[2320191677158153235865];
s=[2323211677158163738890];
L=[1.3131 -3.924];
T=[62 72];
av_err = bio2(g,s,L,T)
av_err =

2.9613
final _data =

2.8756
the data is followed by the average integration of polynomial interpolation
then accept this experiment

file #5 DI- genus + RBA1



0=[3126202418213441325231425272722112512121936238232019
1677158153235815131616814101121214716915124785816107];
s=[32272024182234514272314282730251229131420382513232321
16771581637388171417171015101121215718915124895101810
1;
L=[1.1159 -0.7026];
T=[74 86];
av_err = hbio2(g,s,L,T)
av_err =

1.2677
final_data =

1.0232
the data is followed by the average integration of polynomial interpolation
then accept this experiment

file #6 DI- genus + RBA2
g9=[3126 2024 18 213441325231425272722112512121936238232019
1677158153235815131616814101121214716915124785816107];
s=[3227 2024182234514 2723142827 30251229131420382513232321
16771581637388171417171015101121215718915124895101810
I,
L=[1.062 0.0969];
T=[57 61];
av_err = bio2(g,s,L,T)
av_err =

1.1722
final_data =

0.3691
the data is followed by the average integration of polynomial interpolation
then accept this experiment

file #7 DI- genus + RBA3
0=[3126202418213441325231425272722112512121936238232019
16771581532358151316168141011212147169151247858 16 10 7];
s=[32272024 182234514 272314282730251229131420382513232321
16771581637388171417171015101121215718915124895101810
I,
L=[1.1036 -0.5058];
T=[62 72];
av_err = bio2(g,s,L,T)
av_err =

1.2326
final_data =

1.0053
the data is followed by the average integration of polynomial interpolation
then accept this experiment



file #8 DI- family + RBA1

0=[2219131712141931018179181817149161081317147161212107
711792022811121212798111111061181010367471297];
s=[32 272024 182234514 272314282730251229131420382513232321
16771581637388171417171015101121215718915124895101810
1;
L=[2.1512 -6.8604];
T=[32 86];
av_err = bio2(g,s,L,T)
av_err =
3.3317
final_data =
24.0220
the data is not followed by the average integration of polynomial interpolation
then reject this experiment

file #9 DI- family + RBA2
g=[2219131712141931018179181817149161081317147161212107
7117920 22811121212798111111061181010367471297];
s=[32 272024 182234514 2723142827 30251229131420382513232321
16771581637388171417171015101121215718915124895101810
I,
T=[30 61];
av_err = bio2(g,s,L,T)
av_err =

3.3317
final_data =

3.3244
the data is followed by the average integration of polynomial interpolation
then accept this experiment

file #10 DI- family + RBA3

0=[2219131712141931018179181817149161081317147161212107
711792022811121212798111111061181010367471297];
s=[3227 20241822345 142723142827 30251229131420382513232321
16771581637388171417171015101121215718915124895101810
7];
L=[2.0043 -5.3457];
T=[3172];
av_err = bio2(g,s,L,T)
av_err =

3.0090



final_data =

15.2124
the data is not followed by the average integration of polynomial interpolation
then reject this experiment

file #11 EF - family + RBAl
g=[16 1212107 7117920228 32];
s=[232321167 7158 16 37 38 8 90];
L=[3.046 -16.388];
T=[32 86];
av_err = bio2(g,s,L,T)
av_err =
5.8349
final_data =
4.9160
the data is followed by the average integration of polynomial interpolation
then accept this experiment

file #12 EF- family + RBA2

g=[16 1212107 7117920228 32];
s=[2323 211677 158 16 37 38 8 90];
L=[2.7173 -12.972];
T=[30 61];
av_err = bio2(g,s,L,T)
av_err =

5.9247
final_data =

7.5470
the data is not follow by the average integration of polynomial interpolation
then reject this experiment
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No. RBA1 RBA2 RBA3 Methods
LIPHISTIIDAE Thorell, 1869
1 Liphistius yamasakii Ono, 1988 3 2 1 VS
HEXATHELIDAE Simon, 1892
2 Macrothele sp. 3 4 SS
CTENIZIDAE Thorell, 1887
3 Conothele sp. 1 5 4 SS
NEMESIIDAE Simon, 1892
4 Damarchus sp. 5 1 SS
THERAPHOSIDAE Thorell, 1870
5 Phlogiellus sp. 1 1 SS
SCYTODIDAE Blackwall, 1864
6 Scytodes sp. 2 VS
OCHYROCERATIDAE Fage, 1912
7  Althepus stonei Deeleman-Reinhold, 1995 3 4 SS,PT,VS
8 Psiloderces septentrionalis Deeleman-Reinhold, 1995 1 PT
PHOLCIDAE C. L. Koch, 1851
9 Belisana sp. 51 40 31 SS,SW,BT,VS
10 Spermophora sp. 5 3 5 SS,PT,VS
TETRABLEMMIDAE O. Pickard-Cambridge, 1873
11  Perania nasuta Schwendinger, 1989 3 2 SS,VS
12 Alblemma sp. 59 15 51 SS
13 Tetrablemms sp. 3 3 ] SS
OONOPIDAE Simon, 1890
14 Gamasomorpha sp. 3 1 2 SS
15 Ischnothyreus sp. 2 9 BT,VS,SS,PT
16  Opopaea sp. 3



17

17

18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34

35
36

37

38

39

40

Orchestina sp.

NESTICIDAE Simon, 1894
Nesticella sp.

THERIDIIDAE Sundevall, 1833
Achaearanea longiducta

Coleosoma sp.

Chrysso sp.

Dipoena turriceps Schenkel, 1936
Dipoena cf. mustelina (Simon, 1839)
Episinus sp.

Molione cf. triacantha Thorell, 1892
Moneta mirabilis Bosenberg & Strand, 1906
Moneta sp. A

Moneta sp. B

Theridion sp. A

Theridion sp. B

Theridion sp. C

Theridiidae gen. sp. A

Theridiidae gen. sp. B

Theridiidae gen. sp. C

Steatoda sp.

ANAPIDAE Simon, 1895
Metanapis sp.

Sinanapis sp.

MYSMENIDAE Petrunkevitch, 1928
Mysmena sp.1

Mysmena sp.2

Mysmenidae gen. sp.
LINYPHIIDAE Blackwall, 1859

LINYPHIIDAE spl

28

20

11

20
11

SS,PT,BT

SW,SS

BT
SS
SS,SW,BT
BT,PT
BT
BT
BT
BT
SW.BT
SW
SS,BT,PT

BT

SS,SW,BT
SS,BT,SW,PT
BT
SS

SW.,SS,PT
SS

SS,PT,BT

PT

SW

SW



41
42
43
44
45
46
47
48
49
50
51
52
53

54
55
56
57
58

59
60
61
62
63
64
65
66
67
68

LINYPHIIDAE sp2

LINYPHIIDAE sp3

Cyphonetria thaia

Diplophrys pallida

Erigone sp.

Linyphia sp.

Nasoona sp.

Neriene macella

Meioneta sp.

Oedothorax cf. hulongensis Zhu & Wen, 1980
Oedothorax sp. 2 B6

Oedothorax sp 3 B11

Pronasoona aurata Millidge, 1995
TETRAGNATHIDAE Menge, 1866
Leucauge sp.

Metinae gen. sp.

Orsinome sp.

Tetragnathidae gen. sp.

unidentifiable juvenile Tetragnathidae
ARANEIDAE Simon, 1895

Araneus himalayaensis Tikader, 1975
Araneus dehaanii

Araneus sp. A

Araneus sp. B

Chorizopes shimenensis Yin and Peng, 1994
Cyclosa sp.

Eriophrora sp.

Neoscona theisi Walckenaer, 1841
Paravixia Dehaanii

Aranedae gen. sp.

19

99

11

2
2
14 116
29 29
34
5
1
3
5 2
8
2
1
1 1

SW
SW.SS
SS,PT

PT
BT,SS

SS

SS,SW,BT
SW
SS

SS,SW,BT,PT

BT
BT

PT,SS

SS,SW,BT
SW.BT
SW
SW

SS,BT

SW.,BT
SW
SS,SW,BT
BT
BT
BT
SW
SW.BT
BT
SS



69

70

71
72

73

74
75

76

77

78
79

80
81
82

83

84

85

86

87
88

Zygiella calyptrata Workman, 1984
LYCOSIDAE Sundevall, 1833
LYCOSIDAE gen. sp.
OXYOPIDAE Thorell, 1870
Oxyopes sp.

Hamataliwa sp.

PSECHRIDAE Simon, 1890
Psechrus gehcuanus Thorell, 1897
CTENIDAE Keyserling, 1877
Ctenus sp. A

Ctenidae gen. sp.

AGELENIDAE C. L. Koch, 1837
AGELENIDAE gen. sp.
Tegenaria sp.

HAHNIIDAE Bertkau, 1878

Hahnia cf. liangdangensis Tang, Yang & Kim, 1996

Hahnidae gen. sp.

DICTYNIDAE O. Pickard-Cambridge, 1871

Dictyna sp.
Lathys sp.1
Lathys sp.2
AMAUROBIIDAE Thorell, 1870

Draconarius elatus

Draconarius abbreviatus Dankittipakul & Wang, 2003

Draconarius siamensis Dankittipakul & Wang, 2003

MITURGIDAE Simon, 1885
Cheiracanthium sp.

LIOCRANIDAE Simon, 1897

Otacilia zebra Deeleman-Reinhold, 2001

Sesieutes schwendingeri Deeleman-Reinhold, 2001

14

54
10

42

28

2
1
1
1
14 37
1
1
1
| 2
1
2
37 101
6 11
4 3
3 22

BT

SS

BT

SW.BT

VS

SS,PT,VS
SS

SS
SS

SS
SS

SS,SW
SS,PT

BT

SS,VS

SS,VS

SS,PT,VS

BT

SS,PT
SS



89
90
91
92

93
94
95
96

97

98
99
100
101

102

103
104
105
106
107

108
109

110
111

CLUBIONIDAE Wagner, 1887
Clubiona cf. bonicula Ono, 1994
Clubiona sp. A

Clubiona sp. B

Xantharia sp.

CORINNIDAE Karsch, 1880
Apochinomma nitidum Thorell (1895)
Corinna gulosa

Corinna sp.

Oedignatha barbata Deeleman-Reinhold, 2001

Utivarachna cf. kinabaluensis Deeleman-Reinhold, 2001

ZODARIIDAE Thorell, 1881
Asceua sp.

Cydrela sp.

Euryeidon monticola Dankittipakul & Jocqué, 2004

Mallinella sp.

CRYTHOTHELIDAE

Cryptothele sp.

SPARASSIDAE Bertkau, 1872
Heteropoda sp.

Pseudopoda exigua (Fox, 1938)
Pseudopoda cf. parvipunctata Jager, 2001
Pseudopoda sp.

Sinopoda sp.

PHILODROMIDAE Thorell, 1870
Philodromus cf. assamensis Tikader, 1962
Philodromus sp.

THOMISIDAE Sundevall, 1833

Diaea sp.

Lysiteles cf. kunmingensis Song & Zhao, 1994

21

78

36

17

147

12

25

27
19

27
11

16

15

31

37

72

12

BT
SS,SW,BT
BT

SS,VS
SW
BT

SS,VS

SS,.SW.BT

SS,PT
SS
SS,PT

SS,VS

SS,PT

SS,BT,SW

SS
VS

SS,PT,.BT,VS

BT

BT

SW,BT

SW.BT

SS,SW,BT



112 Tmarus sp. 2 0 2 BT
113  Thomisidae gen. sp.1 1 SwW
114 Thomisidae gen. sp.2 1 BT
SALTICIDAE Blackwall, 1841
115  Cheliceroides sp. 3 SW
116  Epeus sp. 10 1 BT,SS
117  Euophrys sp. 29 SS,PT
118  Evarcha orientalis Song & Chai, 1992 1 2 BT,SW
119 Myrmarachne cf. elongata Szombathy, 1915 5 1 7 SW,BT,SS
120  Plexippus petersi (Karsch, 1878) 1
121  Saitis sp.1 32 SS
122 Saitis sp.2 1 SS
123 Spartaeus sp. 8 1 SW,BT
124  Synagelides sp. 7 SS,SW
125 Telamonia cf. caprina (Simon, 1903) 2 SW.BT
126  Yaginumaella sp. 1 VS
127 salticidae gen. sp. 1 5 5 SS,BT
1233 458 770
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