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o . = 2 ' A qﬂz/ ~ a U dy A 9
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DUNDLUNLIY (EF) Gl’Ji’JEJNVILﬂ‘]JiULﬂ@MlJﬂﬁﬂ?J 2548 (RBA1) mamqmﬂu”lﬂ“lumauﬂumau
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M3 1 nfSeuieumedaumauiny 1@ lugneuuisnassssunuunnualogauuayui

duldmmnzluihauanlunaanaeiu

DI EF" RBA1” RBA2’ RBA3"
family 44 32 32 30 31
genus 148 65 74 57 62
species 213 88 87 64 72
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) @ o Y 1 . o Y ! o
ihilatemswuduaudaar luuaas species WA MIMA Iagls 11sunsy PC-Ord and1uIn
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Distance (Objective Function)
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13N 2 A1 richness, evenness, diversity li& Simpson’s diversity index m@qumwﬁmﬂmu

1 a a 4
ANVTUUVNIFINADIDUNUUN

Site S E H D

DI 213 0.758 4.066 0.9618
EF 88 0.756 3.383 0.9384
RBA1 87 0.734 3.277 0.9280
RBA2 64 0.867 3.605 0.9617
RBA3 72 0.747 3.193 0.9315

S = Richness = number of species

E = Evenness = H / In (Richness)

H = Diversity = - sum (Pi*In(Pi)) = Shannon’s diversity index

D' = Simpson’s diversity index for infinite population = 1 - sum (Pi*Pi)

where Pi = importance probability in element i (element i relativized by row total)
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1N 1829 wudnilelddeyaves RBA e 3 asllunsidoyaves DI wag EF
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. v @ d a
AMAINABY (average error) ¥0INTIMANWANILT TunvUIFudy DI naz EF Aedeyavel
[ v o I a ' Y
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Data Include RBA Average RBA data Result Note
error

RBAI 3.3317 24.0220 reject* NIN 19
X = family RBA2 3.3317 3.3244 accept NN 21
Y = species RBA3 3.0090 15.2124 reject™® NIN 23
DI RBAI 1.2677 1.0232 accept NN 20
X = genus RBA2 1.1722 0.3691 accept NIN 22
Y = species RBA3 1.2326 1.0053 accept NN 24
RBAI 5.8349 4.9160 accept NIN 25
X = family RBA2 5.9247 7.5470 reject*® NIN 27
Y = species RBA3 5.7537 2.0701 accept NIN 29
EF RBA1 3.1445 5.8000 reject™® NIN 26
X = genus RBA2 3.8507 8.6532 reject*® NIN 28
Y = species RBA3 2.9613 2.8756 accept NIN 30




Taxon focusing

TumsAny1 Taxon focusing 1%%’03361%16&!&%@34% family Theridiidae Linyphiidae Ll01g
4 i1 k4 4
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R =0.9869
10 20 30 40 50 60
-50

NO. of species

a [ a v o
2N 30 ﬂi?ﬂl%ﬁlﬁullﬁﬂﬂﬁianﬁﬂﬂﬂl’i]ﬂllagﬁﬂﬂigﬁﬂ‘ﬁﬁﬁﬁi]W‘l!‘ﬁ"’U’fNLm\‘]lglﬂJﬂlu family

I o @ I o .
Theridiidae Salticidae 1161 Linyphiidae Tagunu X \udmaudazunu Y iudiuiu species

= Ay <
WSsuguIsmsny

~

3 1 a < o [ ] J o
%ﬂuyﬁ%qﬁﬂﬂﬂhﬂﬂlﬂﬂlmﬁZ’J%ﬂﬁLﬂ‘ULLiJ\iquﬂJu'lllnl,ﬁﬂ\‘lNﬁﬂﬂﬁﬁN 4 9ZIHUIT UIU
. AW Y 9 ' ax 3 = Y A o 9
species m”lmmammg,a (DI EF RBA1 RBA2 (g RBA3) Lmamﬁuuuﬂ’nﬂﬂamﬂmu gniIu

Yoyaved DI Hu1n daudoyaves PT 1u RBA3 uazdoyaves VS lu EF ianioshige



o 1 o W a {
MTN 4 fl]'11!3ulLﬂJﬂH‘JﬂuLmﬁ&’ﬁWﬂUﬂHﬂﬁJ'J‘ﬁ'luﬁlﬂll‘fﬂﬂ DI EF RBA1 RBA2 1laaig RBA3 i‘?h‘c’l

an =Y ll A 1 @
ATNINUNIDIWNNUANA NN U

BT PT SS SW VS
Family 22 32 36 21 15
DI Genus 67 62 73 68 15
Species 86 79 90 91 16
Family 14 18 18 11 4
EF Genus 23 27 27 22 4
Species 26 29 36 31 4
Family 17 10 23 12 10
RBA1 Genus 35 12 36 18 10
Species 39 13 43 19 10
Family 12 12 24 10 9
RBA2 Genus 20 12 30 15 11
Species 22 12 35 16 11
Family 13 4 23 9 8
RBA3 Genus 23 4 36 10 8
Species 28 4 46 10 8

o <] as °
1 1!15191163;]aﬂ’]ilﬂ‘]JLLﬂJﬂﬂ\qliJg{'JﬂTJ%@nQ"]ﬁ@ BT PT SS SW uag VS LLE?‘I}'J?‘I"IH’J'EM‘VH

multivariate 9283315999 WARD'S METHOD lutiuaued Correlation 111318102811

[

J ) < Y1 ad 1 = =
multivariate  TuTisunsy PC-Ord  vziulainnsms SW uaz BT eglunquinednull

' v
o IR Aan v A

Y
ANNFUNRUTDY 100% dIUITNS SS PT uag VS Huuenoonu1lagnisnig SS uag PT Hull

v 7 =

ANMUFUNUTIU VS 1A 50% 92UITMS SS AU PT HuilaNuduiusiuae 75% (mn 31)



Distance (Objective Function)

0.273 0.634 0.996 1.357 1.718
|--—---- Fom——— Fom——— Fom—_—— Fom—_—— Fom——_—— Fom—_—— Fom——_—— +
Information remaining (%)
100.000 75.000 50.000 25.000 0.000
|-———-—-- e Fmmm——— o E ——— Fomm——— o ——— F T +

T —— I
I ______________________
rm L N \NONWEE VMO SN N———-- I
|
VS e - |
|
SW | |
- |
BT I
[ J A g an 1 1 a a J
NN 31 ﬂ']iﬂﬂﬂquLLiNiginLﬂUIﬂﬂTﬁﬂTﬁﬁ'NG]1uq%ﬂTul!ﬁﬁ%1ﬂﬂﬂﬂﬂuﬂuuﬂ
o = = 9 1 ad <] o [l Y ax .
2 ﬂTu'Jﬂ!!,‘llﬁfJ‘UL‘V]ﬂﬂm@yjall@aﬂlﬁﬂWﬁLﬂﬂﬂ3®‘(’JN!LiNHiJﬂ'JfJ'J‘ﬁﬂ"ITU@Q WARD'S

METHOD Tagl¥11)5n54 PC-ORD (McCune ef al., 2002) 1i®¥1A1 species richness (S),

evenness (E), diversity (H) 448& Simpson’s diversity index (D')GIJBQLLNQMZJG?]ITJEJ 533nUNM E.H

A 1 [ 9 u’./} A A 9)3 = 1 [ U 9
1ag D' UANUUANANNUUDYININA S Vlllﬂuullﬂ’ﬂmmﬂ@]"l\‘iﬂi!ﬂ@uslﬂ\ilﬂﬂ (®MIN5)

o .\, ! o {2 =
f191N 5 A1 richness, evenness, diversity L@i¥ Simpson’s diversity index mamnwuﬁmuﬁ'wﬁ

SS SW PT BT uag VS

Method S E H D
1SS 138 0.762 3.753 0.9589
2 SW 113 0.743 3.511 0.9270
3PT 95 0.746 3.398 0.9176
4 BT 123 0.711 3.422 0.9047
5VS 27 0.797 2.627 0.8845

S = Richness = number of species

E = Evenness = H / In (Richness)

H = Diversity = - sum (Pi*In(Pi)) = Shannon’s diversity index

D' = Simpson’s diversity index for infinite population = 1 - sum (Pi*Pi)

where Pi = importance probability in element i (element i relativized by row total)



(1) Soil sample (SS)
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Zodariidae, Dictynidae 48 Corinnidac RBA3 Ao Dictynidae, Tetrabremmidae LlQ1¢ Sparassidae
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