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% = wesidud

°C = NI

bp = base pair

BCYE N Buffer Charcoal Yeast Extract
CFU = Colony Forming Unit

cm = (HUANAT

DNA = Deoxyribonucleic acid

dNTPs = Deoxynucleotide triphosphate
Dot > Defect Inorganelle Trafficking
EDTA = Ethylene-diamine-tetraacetic acid
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MOMP = Major Outer Membrane Protein
NA = Nutrient agar

NB = Nutrient broth
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