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Abstract

Species of Cladosporoid are cosmopolitan in distribution and commonly encountered on
all kinds of plant, fungal and other debris, are frequently isolated from soil, food, paint, textiles
and other organic matters or colonise as secondary invaders leaf lesions caused by plant
pathogenic fungi. The fungi treated in the present study were isolated from symptomatic
monocotyledon plants collected from Chiang Mai, Thailand during 2011-2012. Species were
initially identified based on morphological and cultural characteristics on standardised media and
under controlled conditions. Identifications were confirmed using comparisons of DNA sequence
data of the internal transcribed spacers (ITS1, 5.8S nrDNA, ITS2). To help distinguish species of
Cladosporium, the dataset was expanded by generating partial sequences of the translation
elongation factor 1-Ql and actin genes. By integrating the morphological and molecular datasets,
37 isolates assigned to Cladosporium cladosporiodes species complex clade. Recognised species
are treated and illustrated with line drawings and photographs from light microscopy. It includes

details on host range/substrates and the geographic distribution.



