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Abstract

The study was aimed to identify DNA origin of spermatozoa or blood cell by examining
the difference in DNA methylation. Blood samples were collected from 20 male volunteers while
semen samples were donated by another 20 males. DNA samples were extracted using Chelex®
method. All DNA extracts were divided into two parts. The first portion was digested by Hhal
prior to amplification at loci 16264 and 68346 by PCR technique while another was subjected to
direct amplification. All amplicons were analyzed by 2.5% agarose gel electrophoresis. The PCR
products from digested and undigested samples were compared. It was found that 19 out of 20
(95%) DNA samples from blood showed high methylation on locus L16264 but low methylation
was found at locus L68346 in all samples (100%). In case of semen, 18 out of 20 (90%) DNA
samples revealed high methylation on locus L68346 while low methylation was detected at locus
L16264 in all samples (100%). Thus, we concluded that the evaluation of methylation level on

DNA molecules can be used as a tool to identify origin of DNA from blood or semen.



