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Abstract

This study was carried out to determine the prevalence of nosemosis in honey bees
(Apis mellifera L.) in worker bees in Chiang Mai, Lamphun and Phrae provinces in northern
Thailand, during the period July 2013 to June 2014. A total of 1,010 honey worker bees were
collected for analysis. Samples were collected from returning forager bees and from dead bees in
front of the colonies. All bees sampled were examined by microscopy for the presence of nosema
spores. Total of 164 worker bees were found to be infected; 50 bees from dead bees in front of the
colonies and 114 forager worker bees. All infected bees underwent DNA analysis to separate
Nosema apis from Nosema ceranae.

DNA samples, identified by Multiplex PCR were positively supported by standard PCR
321 bp and 218-219 bp for present N. apis and N. ceranae respectively. A total 106 infested worker
bees were examined by DNA analysis: 50 workers from dead bees in front of the colonies and 56
foraging worker bees. N. ceranae was present in bee samples from all three provinces. N. apis was
identified only in the Chiang Mai province. Of the older forager bee samples, 92.9% expressed
nosema infection. Of the dead bees sampled taken in front of the colonies, a nosema infection rate

of 94% was observed.



