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ABSTRACT

Limnonectes gyldenstolpei and Limnonectes taylori were used as models to study speciation
process in populations with parapatric distribution. The samples of the two species were collected
from Chiang Mai, Mae Hong Son, Chiang Rai, Nan, Loei and Nakorn Ratchasima provinces. The
genetic analyzes by Inter-Simple Sequence Repeats (ISSR) method was done using 20 ISSR primers.
Moreover, the phylogenetic tree was constructed from DNA sequences of the tyrosinase gene of L.
taylori to confirm the ISSR data. The ISSR result showed five primers that can produce different
DNA fingerprint of 96 fragments. The amplified fragment sizes ranged from 100 to 3,000 base pairs.
Species specific ISSR fragments that can be used to classify L. gyldenstolpei were found from
UBCSI11 primer and L. taylori from UBC824 primer and, among populations within species, the
genetic distance from ISSR data of L. gyldenstolpei populations ranged from 0.2836 to 1.2603 and
the genetic distance from ISSR data of L. taylori populations ranged from 0.0000 to 2.5852. Similarly,
from the tyrosinase gene data, L. faylori is grouped together and the genetic distance within species
among individual ranged from 0.0000 to 0.0680. Genetic distance from ISSR data of L. taylori
showed relationship with the geographic distance (IBD). Results of the analysis of molecular variance
within population were obviously high, showing that they were very close genetically and that
microhabitat is an important of influencer genetic distribution. Taken together, this study can prove

the hypothesis that the distribution of the two frog species is in parapatric form.
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