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Abstract

Malarial parasites reside in the salivary glands of vectors prior to transmission. Analysis
of mosquito salivary gland proteins will improve understanding of the specific interaction
between malarial sporozoites and their mosquito vectors. The objectives of this study were to
analyze salivary gland proteins of the Southeast Asia malaria vector, Anopheles dirus B and,
isolate and sequence complementary DNAs (cDNAs) encoding the salivary gland proteins.
SDS-PAGE analysis revealed that at least 7 major female-specific salivary gland protein bands
(63, 44, 43, 37, 33, 30 and 18 kDa) were identified, each morphological region of the salivary
glands containing different major protein bands. Similar electrophoretic protein profiles were
detected comparing unfed and blood-fed mosquitoes. Four N-terminal peptide sequences of
the major proteins were obtained and, a set of internal peptide sequences of the 37 kDa was
extracted from two-dimensional polyacrylamide gels. Also, a female 4n. dirus B salivary
gland cDNA library was constructed. Five unique ¢cDNA fragments encoding 2 mature-
protein and 3 partial-protein sequences were isolated from the cDNA library. Sequence
analysis revealed that both mature-protein sequences were predicted to be a novel member of
the salivary gland- 1 (SG1) protein family, SG1B-like salivary protein and a GE-rich salivary
gland protein.  The partial proteins were related to two members of SG1 protein family, SG1-
like and SG1D-like salivary proteins; and a member of the antigen 5 family, antigen 5-related

2 salivary protein.



