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Abstract

580 isolates of Clinical gram-negative bacilli were
identified bybiochemical rapid method (4 hour). The organisms were
inocuiated onall the set of 12 mediums and the results were
recorded afterincubated | for 4 honrs. From rapid
identifibation, the percentagreement with the conventional
identificatioﬁ was 96.98 (543/580isclates). There were 17 isolates
or 3.04 % misidentified. They were Serratia marcescens, Klebsiglla
pneumonize 4 isolates for eschorganism Entercbacter sSakazakii,
Aeromonas lvdrophila snd  Arizons hinshewii 2 isolates for each
orgenism snd Proteus mirsbilis, Proteus wuldaris end Citrobsoter
diversus 1 Aisolate for esch orgsnism,respectively. The tests
thet showed the wrong results were HeSproduction, Mslonate, Bile
esculin and DNass. However, percentagreement will rise to 88.57 '

(552/580 isolates) when determine onlygenus level.



