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Simulium nodosum black fly is one of suspected vectors of veterinary filariasis in
Thailand. Their bites cause bleeding at the sites and local hypersensitivity reactions. Little is
known about molecular aspects of its biology. In this study, transcriptomic and proteomic
analyses were performed on the salivary gland products of female S, nodosum. A total of 128
randomly selected, salivary gland-derived cDNAs were sequenced and assembled based on their
identity into 36 clusters. The putative translated proteins were classified into four categories:
secreted proteins, ceilular proteins, conserved unknown proteins, and unknown proteins. Seven
clusters encoded probably secreted proteins involving homeostasis, host interaction, lubricating
and feeding. Nine clusters encoded cellular proteins associated with protein synthesis, signal
transduction and other cellular function. Fifteen and five clusters encoded conserved unknown
proteins and unknown proteins, respectively. SDS-PAGE analysis revealed that at least 7 major
and several minor protein bands were found in the female salivary glands. However, amino-
terminal sequencing of some major protein bands did not yield useful amino acid sequences.
These results obtained in this study provide basic information of molecular biclogy for further

study of possible role of these salivary gland produects in S. rodosum.



