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Abstract

The formation of disulfide bonding between cysteines plays a major role in
protein folding, structure, function, and evolution. It conveys important
information about the protein conlformation and that helps toward the solution
of the folding problem. When the disulfide bond occurs at the distance
portion of the protein chain (intra-chain disulfide bond), the protein will have
strong structure. For two cysteines form disulfide bond from different
proteins (inter-chain disulfide bond), from this form lead to enable more
complicated protein structures and function. In protein folding prediction, the
localization of disulfide bonds cans greatly reduce the search in
conformational space. Experimentally, the determination of bonding states of
cysteines involves use of costly biomarker and thiol reagent incombination
with many techniques which are time consuming lab procedures and use
costly biograde chemicals as well as expensive equipment. Therefore, these
research objectives are to improve the prediction of disulfide bond formation
from protein sequences. Hidden Markov Models (HMMs) will be used to
solve this problem based on secondary structure and relative solvent

accessibilities.



