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Abstract
“HPV genotyping in cervical cancer in Northern Thai population: Wilt HPV

vaccine effectively protect our girls?”

Objective

1. To study the prevalence of HPV DNA defe'ction in cervical cancer in the
Northern Thai population and to compare the prévalenée of HPV DNA detection and
the distﬁﬁution of HPV genotypes in cervical cancer ‘in the Northern Thai population
with thoSa of the other parts of Thailand and those (S_f fhe other countries

2. To develop and validate “In-house HPV testing” for patient management
and cerviéal cancer research in Chiang Mai Univeféity
Methdds‘: Fonmaldehyde-fixed, parafﬁn-embedded samples of invasive squamous
cell carcinoma from 99 patients were tested for HPV,'genotypes using the both Linear
Array HPV Genotyping Test (LA HPV test) and iﬁ-hquse dot blot hybridization
Results: HPV, was detected in 96/99 (96.9%) casesl. 75 (78.1%) cases were single,
infections ‘and 21 (21.9%) multiple. HPV16 and HPV18 were the most common
subtypes, detected in 62/96 (64.4%) cases, HPV52 and HPV58 infections were found
in 17/96 (17.7%) cases. Co-infection always involv;ad HPV16. The most common
éo—infectiﬁn was HPV16 and 52 (7 cases) but never HPV16 and 18. The prevalence of
HPV genotypes from both techniques are highly concordance with k statistic > 0.75

(HPV 18,33,35,45,58). Only HPV 16 and HPV 52 showed intermediate degree of

concordance probably due to different techniges of DNA extraction and amplification

(PCR) as well as low viral [oad.



Conclusions: Although the prevalence of HPV infection in cervical cancer of
Northern Thai women is comparable to the other regions worldwide, the distribution
of HPV subtypes differs with lower frequencies of HPV 16 and 18, and higher
frequencies of HPV 52 and 58. Moreover, multiple infections are common. The
vaccine against HPV 16 and HPV 18 can be estimated to prevent approximately two
thirds of the cervical cancer cases in Northern Thailand. Although designed for use
on unfixed tissue, this study shows that the LA HPV test can be successfully used for
HPV genotyping on paraffin-embedded archival tissue. This methodology also
provides a means for retrospective studies on serial samples- for a greater
understanding of HPV genotypes, co-infections, and relationship to ceifvical cancer.
For in-house dot blot hybridization, it can be use for both for patient _m;anagement and

cervical cancer research in Chiang Mai University.
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